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FF WS, N 1 mL 75% LRyt m 4l 4 C,
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HARhRC R, KT 8 & 45,
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W ORHRAI) 306 pL ZRAT WO AR i 1) 22 A8 4,
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AEEE, AT CyS FI Cy3 PHRPSE A5 5 ¥ i 5 A L AA.
ZBREG IR AL S S A, DL SR
HZ W/NT 1.4 e, A IR AR A IR 5 1R 4L
Prdb AT H— AR 3. SR EE S N Spotfire8.0 #K {:
AT 47, LA Cy5 RIGIELE Cy3 RAIEIG BIRIAFFEL,
RIBFEHRT 2 WA LI, RIEREHNT 0.5 W0
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Bk AT 510 v vt, B S HEAT Realtime-PCR
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TREF, 2 14 FrBEALERE i Hoh AR 5 3 Tm A
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RHF) Max Score [FIXTIEOC R, AL BT v IR E
Tm {7 85.0+5.0 Cyi[hIE, GC FaAT
53%~62%, ¥ —VEELF. ToiES: 6 ML E A,
TORARER RIS A I e 2 S A O IR AU 6 A
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ACACGCTTAGATAGC
CGATGTCTTATTAGA
AGL GGGCAGTTTGTGGTT 86.4 4 i

CCTGATTTGGAAATT

AAAGGGGAGCACTCC
TTGCCCCCTGTTCCT
B3GALT3 GGGTTTATGCAGTTT 87.8 5 111

TCTTTTTAGAGTTTA

CAGTCCAGAGACCTA
ACATTCAGAATATAG
B3GATI CATTGGTTGCCTATT 84.4 4 i

TTGAGATGGATTTAA

CCAGTCAAGCTTCAC
AGGCATTGTGATGGG
B3GNT3 GCAGCCTTGGGGAAT 87.8 6 i

ATAAAATTTTGTGAA

TAAAGGCTACGTCTT
CCAGATGGAGATGAT
DPMI TGTTCGGGCAAGAC 857 3 i

AGTTGAATTATACTAT

CACCACTTATAGGGT
ACAGGTGGGATCGAC
FUTS TGTAAATGAGGACTT 87.8 > i

CTGGAACATTCCAAA

CCTGATTGGTATCTGG
AGACAGAAACCTAA
GALNTI4 rGGGaagrGTTTATT 857 4 i

GTTCCTTTTCCTACA

GGCTTCTGGCTTTTG
CCCCCAGCCCCTTGG
GYSL staccagraatrcaa 88 4 i

ACCTTCCTCATTTCA

GCTCGTTTACACTGC
ACATTGAATACAGGT
sB3gal> \ ACTAATTGGAAGGA 089 4 1l

GAGGGGAGGTCACTC

ATTCGGCCCATATTT
TGTGTGTTTGGACAA
GBA3  Gracarcrccerrrr 891 4 11

GCCTAATGAACTTTT

AR 195 Fiobl S AH DG IR ENE ) TAEERET,
10 PN RAEDIE g B %, 2 B AR YR 1
At A WL R O B A O AL s B NP 6 AN
CIEE R 5E VPL FE ), 2 Bl S AT s i A ok 2%
FIO IR, EAME AT LAY S AL B
(WK 1).
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B BRI D A B v ]

ol S A B S s Ve S AR R 1 T
% K] Vistra Green 44 10 min, 0 5 FAFECEEEUR G
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P IE [F] B R AL 1 = AN IR %8 6 AT 2U(E T3,
B2 Gt T34 9B T L8, W F2/F1 KF 0.5,
Bk BB A M (LI 2).

HAFRIE IR 25 0 F1 4 844, F2 2y 799, F1/F2
M 0.9466. PRIIA by i BRI 7 VAR R BRAR, KRR
ROFERAATAT M.

B B AR BRI

O 7 KU 58 J il BEREAT B AL S L. B AT e
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SE R AR Ak 2 K R g S R B OR Se NE RE E E E
JORE. AR REAT R Gf (R AL, EAT DR S S 4
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W AR R
FRAT S N 4 A 4 i A At
TR ERRA RS 4 ROLE 4). s 2
LTI UUE B S W REAR L, AN R IR
IRBA M B3R 5, 1 9T o4 R A A AR AL
5 B, UL A R A R KT

T Spotfire8.0 BT Hr, BLHIINILA 34 Fh
B IR R IA WSS, WK 2 518 5.

B h 453 5Realtime-PCR 25 5734
560 F SI 0 3 B W A8 TR A 9 b 4R 1
TR 2 A ST BETE SMMC-7721 4
Jio & A B BRI Algl0, Galntll AU K% Galnt12
5 HMCS.

HIE 6 nfF H: 28 E & PCR AT ANEL DA
gL —%, 5 Chang’s liver 1F % T 40 M0 & AHLL7E
SMMC-7721 41 & Algl0 #1 Galntll mRNA
FikHE EFF, 1 Galnt12 F1 HMCS mRNA ik 8 T[4,
BI7E SMMC-7721 41 & Alglo FI Galntll Fif,
Galnt12 A1 HMCS T .

0 PYANE 7 3028 9 DR R AT 1E— D A 5. DU o g
iz 50NN 3, ENYNARRZHSET
WM B 1. Alglo 3L S5 N-3E B 0 8 2 &,
Galnt11 1 Galnt12 5 O-# 48 /2 1%, HMCS | 2
L e TR A I .

B2, Realtime-PCR 1IESE T Bl AH L RS Xt
SMMC-7721 JH 41 B 28 vhol AH O PR SRk 1 Bt 5T
i T S PR o VL S U o N PN
SMMC-7721 4 B FEIBE 5% 1) 78 A mh 38076 AN R 2 B ()
SR,
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PO A ES 0 36 1A 45 SR e B ST6Gall kA= I
W5 MGAT3 I I 1) 5% RISE LT N FE
e 0 M Fp RN E e 400 I 2 35 D) LAY o b A i 2k
LR IE M B — 2D UL T AT I 3 A 4 R
e I HEE,

4 5iig

S I T s B A A AR P 2 R OB 2 A DGR AL,
IR 60-mer SEAZ T RRIRET, WAV H PR
FREERE 1274, WEFBERE 34 1, IR H L MR
34 A4S, ERIEREREE 10 A 4 H B AR G A
Bh, @ &R, W25 SMMC-7721
4i il & 5 1E 5 A0 & Chang’s liver I LLAE ST, T
M 2 S RIEPEISIE N 34 S, Hodh BIREER 194,
T 15 A R BRE T AN RIE ZE LRk
PR Alg10 1 Galnt11, T i§2& H Galnt12 F1 HMCS.

R4 LI 0 5 0 40 o B A5 S

Bl'5  Spotfire8.0 B A4 4 a8 45 ST Y i 1]
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F 2 LLSMMCT7721 A IR S0k H 1) 22 5 3R ik B LA

R R Ration Std Dev AL Ration Std Dev
A4Gnt 2.6700 3.40E-01 HMCS 0.4300 5.65E-02
GCS1 3.6793 5.80E-01 ST6GalNAcI 0.4480 1.13E-01

Fut8 4.5357 6.20E-01 HS2St1 0.1308 4.05E-02
St6GalNAc2 5.3948 8.22E-01 CHST3 0.3338 1.06E-01
TST 4.0352 6.95E-01 GYS1 0.2724 5.10E-02
alg3 2.7508 3.15E-01 HS6ST2 0.0837 4.90E-02

B3Galntl 2.3551 3.43E-01 NDST4 0.4427 1.18E-02
PIGZ 2.6198 2.95E-01 PIGT 0.0394 3.43E-03

B3GNT2 3.1645 1.32E-01 Alg8 0.4208 7.89E-02
DPM2 4.3238 5.65E-01 MGAT3 0.4394 9.20E-02
DPM3 2.8744 3.87E-01 POMTI1 0.2272 7.21E-02
Galnt8 4.6127 5.82E-01 ABCC8 0.0982 1.12E-02
Algl0 2.4494 4.04E-01 Galnt12 0.2792 3.35E-02

Galnt11 3.2273 4.40E-01 B3Gnt8 0.1584 2.01E-02

B3GNT7 4.6977 5.44E-01 ST3Gal4 0.2531 4.00E-02
ST6Gall 3.5538 4.10E-01
SLC21A14 2.0635 3.01E-01
GBEl1 47218 4.95E-01
SULT1A3 4.2686 7.35E-01

it ] Realtime-PCR 435 AN 1% PYAN FE PR [ 2 1A 7K
AT R, RSB 4R 2 8. EE
AT S R TE RS2 5 SMMC-7721 JiT-92 40 i 8 A7 AE 5%
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A DGR 25 e Rk 1, FH T 00 T T 40 e R T
£ R0 PR B A DG BE DR R I T I

2 A Chip mean

1 I . ' M Realtime-PCR mean
0
-1 I [

=24

Alg10 Galnt11

B 6 iHidih /5 Realtime-PCR {57 2k 7K 1 i

Galnt12 HMCS

;i ATEGAFEHE A 8 A & B (2009DFA32730) 1 HE

F4-(200806970018) % B, 4% ik B34t

S 3k

# 3 Realtime-PCR N AL H 5 5 = W

i Tk T

R 7o N B A T SRR T

Algl0 XgM&ﬁﬁﬁiwﬁﬁ ¥ 1 8 — A AR
I

25 O-1ESEREHE G W

RIGLIR, ¥ N-Z-D-2

SFLUBH e 1% B 22 R 1k A
AR L

5 Galntl1 2840l B4R

Galnt12 N-ZBEEIUMEIGE AR 12 B ORI SEREE YA

J 735 R A £

NS 5ER T 550

A AEH

Galntll N-ZBt-FLBERC RN 11

HMCS AH 4 PR 7 i A i

AHIFFE AN PRI 2 3 % S0 P AR AE MR R BE g
T3 B P R I A B SR A S DR T A A T R S AR A, T
REXPRESE RS M BT WSS (R DO RERT I, T LAfEI R
TR, RIREEEA A A E OL. k0T
B AR A P 2R (0 AR AR R A i A R A

Y VAVAN
= .

B R L A R T TR AT

1 Lairson LL, Henrissat B, Davies GJ, Withers SG. Glycosyltransferases: structures, functions, and mechanisms. Annu Rev Biochem, 2008, 77:

543


http://www.ncbi.nlm.nih.gov/pubmed?term=%22Lairson%20LL%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Henrissat%20B%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Davies%20GJ%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Withers%20SG%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
javascript:AL_get(this,%20'jour',%20'Annu%20Rev%20Biochem.');

R R % BESRAR SRR RS Ay RO vt 1 %

10

11

12

13
14

15
16

17

18

19

544

521—555

Campbell JA, Davies GJ, Bulone V, Henrissat BA. Classification of nucleotide-diphospho-sugar glycosyltransferases based on amino acid
sequence similarities. Biochem, 1997, 326: 929—939

Henrissat B, Davies G. Structural and sequence-based classification of glycoside hydrolases. Curr Opin Struct Biol, 1997, 7(5): 637—644
Henrissat B, Bairoch A. New families in the classification of glycosyl hydrolases based on amino-acid sequence similarities. Biochem, 1993,
293: 781—788

Negishi M, Pedersen LG, Petrotchenko E. Structure and function of sulfotransferases. Arch Biochem Biophys, 2001, 390 (2): 149—157
Rath VL, Verdugo D, Hemmerich S. Sulfotransferase structural biology and inhibitor discovery. Drug Discov Today, 2004, 9(23): 1003—
1011

WOEAL, FNKHE, ERE. T EIR AT SRR TR AR A B AT S, ORI, 2007, 22: 242—245
Blomme B, Van Steenkiste C, Callewaert N, Van Vlierberghe H. Alteration of protein glycosylation in liver diseases, 2009, 50(3): 592—
603

Wang M, Long RE, Comunale MA. Novel fucosylated biomarkers for the early detection of hepatocellular carcinoma. Cancer Epidemiol
Biomarkers Prev, 2009, 18(6): 1914—1921

Ang IL, Poon TC, Lai PB, Chan AT, Ngai SM, Hui AY, Johnson PJ, Sung JJ. Study of serum haptoglobin and its glycoforms in the
diagnosis of hepatocellular carcinoma: a glycoproteomic approach. Proteome Res, 2006, 5(10): 2691—2700

Nakagawa T, Miyoshi E, Yakushijin T, Hiramatsu N, Igura T, Hayashi N, Taniguchi N, Kondo A. Glycomic analysis of alpha-fetoprotein
L3 in hepatoma cell lines and hepatocellular carcinoma patients. Proteome Res, 2008, 7(6): 2222—2233

Lockhart DJ, Dong H, Byrne MC, Foellettie MT, Gallo MV, Chee MS, Mittmann M, Wang C, Kobayashi M, Horton H, Brown EL.
Expression monitoring by hybridization to high-density oligonucleotide arrays. Nature Biotech, 1996, 14: 1675—1680

Coutinho PM, Henrissat B. Carbohydrate-active enzymes . http://afmb.cnrs-mrs.fr/~cazy/CAZY/index.html.

Prestegard J, Finn M, Woods R, York W. Glyco Enzymes http://www.functionalglycomics.org/glycomics/molecule/jsp/glycoEnzyme/
geMolecule.jsp

Benson DA, Karsch-Mizrachi I, Lipman DJ, Ostell J, Wheeler DL. GenBank. Nucleic Acids Res, 2008, 36(Database issue): D25—30

Cao Y, Merling A, Crocker PR, Keller R, Schwartz-Albiez R. Differential expression of beta-galactoside alpha 2,6 sialyltrans-ferase and
sialoglycans in normal and cirrhotic liver and hepatocellular carcinoma. Lab Invest, 2002, 82: 1515—1524

Dall Olio F, Chiricolo M, D’Errico A, Gruppioni E, Altimari A, Fiorentino M. Expression of beta-galactoside alpha 2,6 sialyltransferase and
of alpha 2,6-sialylated glycoconjugates in normal human liver, hepatocarcinoma, and cirrhosis. Glycobiology, 2004, 14: 39—49

Pousset D, Piller V, Bureaud N, Monsigny M, Piller F. Increased alpha 2,6 sialylation of N-glycans in a transgenic mouse model of
hepatocellular carcinoma. Cancer Res, 1997, 57: 4249—4256

Toegel S, Pabst M, Wu SQ, Grass J, Goldring MB, Chiari C, Kolb A, Altmann F, Viernstein H, Unger FM. Phenotype-related differential
alpha-2,6- or alpha-2,3-sialylation of glycoprotein N-glycans in human chondrocytes. Osteoarthritis Cartilage, 2009, 22, Epub ahead of

print.


http://www.ncbi.nlm.nih.gov/pubmed?term=%22Henrissat%20B%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Davies%20G%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Blomme%20B%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Van%20Steenkiste%20C%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Callewaert%20N%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Van%20Vlierberghe%20H%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Wang%20M%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Long%20RE%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Comunale%20MA%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Ang%20IL%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Poon%20TC%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Lai%20PB%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Chan%20AT%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Ngai%20SM%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Hui%20AY%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Johnson%20PJ%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Sung%20JJ%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Nakagawa%20T%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Miyoshi%20E%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Yakushijin%20T%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Hiramatsu%20N%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Igura%20T%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Hayashi%20N%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Taniguchi%20N%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Kondo%20A%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
mailto:jpresteg@ccrc.uga.edu
mailto:mgfinn@scripps.edu
mailto:rwoods@ccrc.uga.edu
mailto:will@ccrc.uga.edu
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Benson%20DA%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Karsch-Mizrachi%20I%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Lipman%20DJ%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Ostell%20J%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Wheeler%20DL%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Pabst%20M%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Wu%20SQ%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Grass%20J%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Goldring%20MB%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Chiari%20C%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Kolb%20A%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Altmann%20F%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Viernstein%20H%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Unger%20FM%22%5BAuthor%5D&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_RVAbstract

RERE: 4% 20104F 405 5

The design and fabrication of glyco-gene microarrays

CHEN WenTian, LIU Chen, YU HanlJie, YAN Hua, WANG AnXiao, CHEN Chao & LI Zheng

College of Life Sciences, National Engineering Research Center For Miniaturized Detection System, Northwest University, Xi'an
710069, China

Abstract: Glycosylation is the most common posttranslational modification of proteins. Glycosyltransferases are a
ubiquitous group of enzymes that catalyse the transfer of a sugar moiety from an activated sugar donor onto
saccharide or non-saccharide acceptors. Glycosyltransferase, glycosidase and sulphotransferase participate in the
formation and modification of glycan chains. The growing evidences supported that the glycan structures on the
cellular surface happened to change in tumors. In this report, 127 glycosyltransferases, 34 glycosidases, 34
sulfotransferases and 10 house keeping genes from the database of Genebank were selected to design 60-mer
oligonucleotide probes according to their mRNA sequences. A kind of glyco-gene microarrays related to
glycosylation of proteins was prepared and used to generate the glyco-gene expression profiles with liver normal cell
line (Chang’s liver ) and liver cancer cell line (SMMC-7721). The result showed that there were 34 glycogenes of the
differential expression, up-regulation of 19 gene expressions and down-regulation of 15 gene expressions by
comparing SMMC-7721 cell with Chang’s liver cell. The 2 genes (Alg10 and Galntl1) of up-regulation and 2 genes
(HMCS and Galnt12) of down-regulation in SMMC-7721 cell were analyzed with the Realtime-PCR in order to
confirm the results of the arrays. The verification showed high concordance between the two methods.

Keywords: gene microarrays, glycosyltransferase, glycosidase, sulphotransferase, SMMC-7721 liver cancer cell line,

Chang’s liver cell line
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