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Application of biotechnology in tobacco research in China

YANG Tie-zhao' LU Li-ming' WANG Rui-hua’
(1 Agroromy College of Henan Agricultural University, Zhengzhou 450002;
2 Zhengzhou Tobacco Research Institute of CNTC, Zhengzhou 450001)

Abstract: Tobacco is a very important economic crop and also a model plant in plant science research. With the development
of molecular biology research, tobacco science research has made great progress with the aid of molecular biotechnology. In

this paper; the application and achievements of biotechnology in tobacco research in China and are reviewed and the prospects

for development are discussed.
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