202

2012, Vol. 33, No. 13 Beiltl= R AN

RSN, WEWUEAE. B R xR, WO, B#k, A
(VU AR R A AT A X P A 2 S B 5, AR BT DR S AU T s =s, DUJII #8VTHE 611830)

REETUINB SN 126 17, EEVESE TR B H B WIIICH, RIgaifh)s, @i RERRE R 16S
IDNA JFFIN REIEAT %58, FIH K-B & (CLS) 28R 50 k0 IR T BRI vb I IC B 17 Rt s i 2. 45 Rk
B LS KIBAT B 105 Bk, YD1 TIGE 18 Bk, K283 il 83.33% FlI 14.28% .. KT B S & Fh A= 2 i 245 28
1E 0%~55.3%, XFPUFFRE. 2N VUM 23 i, 434 55.3%. 52.3%, S HLAh bt i 259 1A i 24 2 A8 vl R I8
B #(26.7%) > 457 25(19.1%) > IR R0 £ (17.1%) > i 70 AL (14.3%) > S FENS (11.5%) > 2% 75 /4T B 1H (4.8%) > Sk 1l
B kARG . RGN 2R(2.9%) > LAt (1.9%) > B S 76 4k / 5o 4E 12 (0.8%) > T i K Al % 22(0.1%) >
VEHERE R WRA PHAR / Al B30 (0%) , 3h7=4: 28 Fhifif 2548, &R VEbR . PUEREE LT H AR / DY R 235 2y p g
I BN &R P AR KT 25 2 7F 0%~55.50%, HhoufPUEREE. ZCRVEMR. B RN 2528 =, K IE 55.5%.
38.9%. 27.8%, T HALBHUREZIWIMIM 255K OGE: ECRTAAR EP I BT SEFaAR / od by 4EIR (11.1%) > S fu Bt |
KIMF R LEEEYR . RAKHFR. FRVPAE. EHDA5.6%) >kl kifhre. WK mE. 2 ihE.
WRPZFUAR /A 230 . TR AE R 3R (0%), 72k 13 M 23 . DU 48 IR KRIAT 1R . YT T IR & 2514 R 2
R — @ I 20, B 25 ARG, HEZEMGCEN N EBINE, MoEEWEM, FHnomsd L.

VUil W KA WK w2

Isolation and Drug Resistance Analysis of Escherichia coli and Salmonella spp. in Pork from Sichuan Province

ZOU Li-kou, PU Yan-jun, YANG Li, LIU Chun-hua, XIAO Ping, LUO Yan, LI Bei
(Laboratory of Microbiology, Laboratory of Forestry Resource Conservation and Utilization, Dujiangyan Campus of
Sichuan Agricultural University, Dujiangyan 611830, China)

Abstract: One hundred and twenty-six pork samples were collected in Sichuan province. Escherichia coli and Salmonella spp.
were isolated using selective medium. The isolates were identified by morphological characteristics and confirmed by 16s rDNA
sequence analysis. The susceptibility to seventeen antibiotics was performed according to the standard disk diffusion method
recommended by the Clinical and Laboratory Standards Institute (CLSI). The results showed that 105 E. coli and 17 Salmonella
spp. were obtained with detection frequency of 83.33% and 14.28%, respectively. Of 105 E. coli isolates, 55.3% and 52.3% were
resistant to tetracycline and ampicillin, respectively. The resistance frequency to other antibiotics decreased in the following
order: K (26.7%) > S (19.1%) > CIP (17.1%) > NOR (14.3%) > KF (11.5%) > SAM (4.8%) > CRO, CTX, ATM, CN (2.9%) >
CAE (1.9%) > AMC (0.8%) > AK (0.1%) > IPM (0%), TZP (0%). There were 28 resistance profiles. Among these resistance
profiles, AMP, TET and AMP/TET profiles were dominant. In addition, 55.5%, 38.9% and 27.8% of 17 Salmonella isolates
were resistant to tetracycline, ampicillin and streptomycin, respectively. The resistance frequency to other antibiotics decreased
in the following order: SAM, AMC (11.1%) > CTX, K, KF, CN, CIP, NOR (5.6%) > CRO, CAE, IPM, ATM, TZP and AK
(0%). There were 13 resistance profiles. The isolates in pork from Sichuan province had appeared a certain drug-resistant
frequency. Although the resistance frequency was lower than other reports, the multi-drug resistance was common in the isolates
from pork, suggesting that the isolates from pork should be cautioned because they may constitute a reservoir of antibacterial
resistance.
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10ug/h)s kil Skillgl5(CTX, 30ug/f). kil
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N .
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Fig.1 Electrophoresis of PCR amplified products of 16S rDNA from
E. coli and Salmonella spp.
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Table 1 Isolation of E. coli and Salmonella spp. from different sources
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1 A5, AP KA B ys R L™ =, K
AT T A %Rk 83.33%, YhTTIGE BN 14.28%,



XY LR

86iltl=

2012, Vol. 33, No. 13 205

80 1 s W 3Ly B 43 31 72 B KA B . 12 BRVDT]
ICH, 46 4 iidpks A h 37> 2545 2] 33 M K 6
PRV TG, TIT 3% 0 TR 1R 5 e LURB T 4% 1AL ¥ % 5 o &
B AWM R N B s, AL T
Voo A7 e B R S IR B R I B, B b SR AT B
22 FE AR 2% 00 B 4 R

221 KB I 24 2

* 2 KBHFEx 17 F2 ri 253

Table 2 Drug-resistant frequency of E. coli against 17 antibiotics

fwER B P W

5l WEREH BxEflom % (W% (R%
SkAiFACRO) <13 %3 28 29
o SLAERH(CTX) <14 %2 09 29
D *
M JeFtulle (CAE) <1 %2 19 19
SKAUEV (KF) <14 733 152 115
R BRE TSR (IPM) <13 100 0 0
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B - kR | ik FUNTIAR T ELIE(SAM) <1 943 09 48
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/:‘;E . 7|1; ,I
i THRIEEAK) <14 %0 0 01
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H13 2 7%, 105 bR KAT X TET. AMP i 2y
R, 49k 55.3% . 52.3% . & Ho At B 254 1 T
R IR A K(26.7%) > S(19.1%)> CIP(17.1%)> NOR
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ATM. CN(2.9%)> CAE(1.9%)>AMC (0.8%)> AK
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K(1.9%~11.5%)> 3 - NBLI/ B - NBLIEESI7 25
Y)(0%~4.8%) > IR Py T2 25(2.9%) > 15 5 B2 15 25 (0%)

0] 57 ASCRE LR R 2R S T T 85 A P 43 8 0 R M A T
50% LA LR EXT R VEAR. BTSSP, FRAVD A, i
MUAEL PIKRE. BER. WHER. Z2UHHESG
iR 240 o 3L U A5 LR S o Gt 5 K AT R 2 10 e R i
B VU F S NP ARIN 25 % 50 i h 88.2% . 84.4%
. 56.0% o AN SZEG 1 K J A R0 & AT AR 3R IR 245 A
0%~55.3% 2 [A], wJ W, VU4 % AU K b AT B Rt bt
A2 B 24 A 0 AR
222 WTTRFE MM 25 %

R3 PITRER 17 F 29 M 25 2%
Table 3 Drug-resistant frequency of Salmonella spp. against 17
antibiotics
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HEZ©O) <11 556 166 278
SRR FHEZK) <13 72 111 56
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HPTVP T IR AR A AR BRI AE Y . PLAE 38 KK
Fy MR R MK GE: DU ES(55.5%) > FH =K
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Table 4 Drug-resistant spectrum E. coli

[l [DEH bR [BE
6 AVP 2 AMP/CIP/NORITET
1 KF 5 AMP/IKISITET
21 TET 1 AMP/AMT/CROICTX/KF
2 AMC/AMP 1 AMP/KF/KICIPITET
1 AMCIKF 4 AMPIKICIPINOR
1 AMP/KF 1 AMPIKICIPINOR/SITET
1 AMPIS 1 AMP/K/CIPINORISAM/TET
12 AMPITET 1 AMPICN/CIP/K/NOR/S
2 KITET 1 AMPICN/CIPIK/KFINOR
2 AMP/KITET 2 AMP/CN/CIP/K/NOR/SITET
1 AMP/KF/SAM 1 AMP/K/AKICIPINOR/SITET
4 AMP/SITET 2 AMPICIP/K/KF/NOR/S
4 KISITET 1 AMC/AMP/ATMICRO/CTXICAE/KF/SAM
2 AMPICIPIKFITET 1 AMC/AMP/ATM/CROICTX/CAE/KIKF/SAM
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Table 5 Drug-resistant spectrum of Salmonella spp.
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