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Abstract: Citizen science is a scientific research performed by the public with professional
scientists’ guidance. Macrofungi are a group of fungi producing distinct fruiting bodies visible to
the naked eye in a moment of life history. The important economic value and ecological function
of macrofungi can be developed and utilized based on taxonomical knowledge and
understanding of species diversity. Macrofungi are closely related to the public livings, and thus
the public wishes to identify the species of macrofungi. On the other hand, Chinese macrofungi
with an extremely huge species diversity are impossible to be comprehensively recognized, let
alone to be utilized only by the efforts of a few professional taxonomists in a short time. Besides,
after a simple pretreatment, the fruiting bodies of macrofungi can be brought to laboratories for
taxonomic studies. Given the above, we propose to launch Citizen Science Initiative in Taxonomy
of Macrofungi in China 1.0. In the frame of this initiative, the public is mainly responsible for
providing environmental niche information, field photos, samples, pretreatment and mailing of
fruiting bodies of macrofungi. The fruiting bodies of macrofungi will be forever preserved in the
fungarium of Institute of Microbiology, Chinese Academy of Sciences, and be morphologically
examined and molecular sequenced. This initiative is expected to promote public’s scientific
knowledge, improve the development of taxonomy of macrofungi and provide a basis for the
Initiative 2.0.
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20180921-19); C: HHENERTE (LWZ 20190811-43b); D: BRK AR 2 (LWZ20191204-4); E: £ HUHE (LWZ
20190816-23b); F: BEEEWARH (LWZ 20190810-30b); G: /N4 (LWZ 20190809-41a); H: Ik
(LWZ 20190808-21b)

Fig. 1 Typical fruiting bodies of macrofungi in situ. A: Amanita muscaria (LWZ 20191016-12); B: Xylodon
heterocystidiatus (LWZ 20180921-19); C: Engleromyces sinensis (LWZ 20190811-43b); D: Ganoderma
boninense (LWZ 20191204-4); E: Cordyceps rosea (LWZ 20190816-23b); F: Tremella samoensis (LWZ
20190810-30b); G: Coprinellus disseminatus (LWZ 20190809-41a); H: Hericium erinaceus (LWZ 20190808-21b).
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Fig. 2 Schematic diagram of Citizen Science Initiative in Taxonomy of Macrofungi in China 1.0.
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