2025 FE_+THE FEIUH K Vol 27 Nod
. N A e o
A H miRNA B R AL R AP HLEAHA
sa > = x
H o] 2 T
koo, BBRES, XAH, FEHB', ZwmE, kKT
(1. A ERRFEIS AR MPATEEE 0100205 2. dbat KR BE B 52T BB (P52 BERE -/ M
ERE)  PEAIERE 0100205 3. WEHERIRSFAHRESBE  WAEEE  010020)

@ OE BB (microRNA, miRNA) & 732 A £ T % a4 Fe B Az £ W4k 169 3E 2 A5 RNA, 7T A
Aot B ARV AL AR R, LA R, A miRNA T AN Y S Fe AR 3, 55 XA 4%
AR EX, Fme e AR mEid R, KR T HY miRNA 35 GR35 69 BF IR, R0k 2 0T 8 L3
£ GRY R I A RY R E R AYZF @S T M miRNA FRA LR R AT R R,
BT Y miRNA R NIMRFREZG R R AL AR AL AR LA GG, bbb 5 THSD
miRNA #5538 42 xF 32 3% b 26 37 AL 26 R Mo o A R B o 25 25 38 09 R 3L, 35 B UM 25 miRNA £ AR
Mg R4 M7 Ao IR 7P 25 miRNA B 42 A K K B EGA 09 3T AL 72 ) AMEAFFIRNFT KA A5 19 8

KW A miIRNA B RAE AEmim P %

DOL: 10.11842/wst.20240518005 CSTR: 32150.14.wst.20240518005 ¥ B 4% 5: R285.5 X #KAFRA: A

M/ IMZ R R (microRNA , miRNA ) J& — 25 K 22—

LIAIRHT RNA B A, (873 E T RESE AR e A7

24 AT IR B TR PEIE SR A /N RNA 43, 3 1 11 5 A
mRNA FIH G mRNA F) B8 55 s A AR ) 3
IR IAM, miRNA AMUAFEAE T 3h P Al A= i i, i
HI 2 A TAMRAR S ™, fE25 G miRNA £
5 JZE miRBase™ A 4 miRNA 2038 JE PmiREN" DL J A%
/MR (Small RNA , sRNA ) Eidfa 22 Fp R 7 1 ok
FIFE ) miRNA . 3% %6 miRNA 7EAE P AP R ZE 450
KB oL RE LA R G 22 Bl s 85 bkl v % R B
YER",

i AN, MY miRNA =B AE A W) Fl K AR
AN G X6 F At g o A 4 4R 1) A B B Ao R A R
VT IIEFE & 0, A miRNA 4> 1 B4 B i i e 1k
— BB miRNA AN AT DA 37 2 18 55 4 M bg , ik n]

K AS B :2024-05-18
521 B 1 :2024-07-01

TRUEEY SRR, JE I B AT 2 50 A B
AR AR AR miRNA (5 5L . fFR
ZRALG T 25 B0 RS ARY) A miRNA 5 50 3 45
BRI, 5 R NMTARIR miRNA 3T rh 2y
25 PTG PRy, IR0 i 25 miRNA X S EE A Ay 145
PERT, MBI 4 £ J3E B i B R 25 O 2535 2 B, AR
FETERRBRAE Y miRNA B SR E A 566 B, B H
Xt e 24 258 2 BT ST R s, DUBI R A ] 1 2 B
55 T NEAER P AT 2 R /R

1 #E% miRNA R4 ¥ 4 A iR sh iy A=

FHY miRNA 7] DL 2 S5 Y- WA EAE R . #
AL T RN AE W 22 18 (Verticillium dahliae) J5 , FoA

RARHFFALET 2@ LR A (82074144) : A 3,29- =K ¥ BE R AG A= Z BL 37 h IR R ITAR S i B BRI & B B AMRBL e 4E R 48 740 )
B S ONF G B SR HF NE, A ZRTEG AR F BB REE T ST FRA A A AR B (NMGIRT2327) : 7 & & £ 43t 75
WHFLAN, R FTAER AR E AERAFRART AR TFZFT AL B (2021JQ09) : AL 26 R dy 2 P a9 A& J kA7) IR £ 4
a9 A A AN F G AT B B AR AR i, ST A BT

* % @IRAE 4 24 & (ORCID:0000-0003-0563-6318) , AF 52 i , A1 LA 7 A FIF , T RAFT 6 F 00 ELEG T IR 5 .

924

( Modernization of Traditional Chinese Medicine and Materia Medica—World Science and Technology )



EARRNSEAR-PEIPA * BIESA

FEZE3K T miR166 1 miR159, 443X Wi fh miRN As %
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4 B, G o B e 4 ) 42 B B 4> 7 —A (Junctional
adhesion molecule—1, JAM—=A ) [ [ A8 T 21 3% & (1 Fjk
T B8 1 Rk KT, (195 20 B ) b iz — ] Jo e Ak sz 410
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HIRFFEIR AR

ST BN, ALY miRNA #E AR 415, v LA
P 250 RNA T4 (RNA interference, RNAD) B4
RGP RNA T I G Sk 1) 58 AR 4 1 7E 7= 1k R GetE
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Abstract: MicroRNA (miRNA), an important type of non—coding RNAs existing widely in viruses and eukaryotes,
regulate gene expression at transcriptional and post—transcriptional levels. Recent studies have demonstrated that plant
miRNAs could enter microorganisms, animals and human bodies to affect their physiological and pathological processes
by cross—kingdom regulation of gene expression. This review summarized the current knowledge of cross—kingdom
regulation of gene expression by plant miRNAs, introduced the research progress in intervention of human diseases with
plant miRNAs, including anti—virus, anti—tumor, anti—inflammation, immune regulation, anti—fatigue, anti—fibrosis,
vascular protection, nerve protection, etc., and analyzed the reasons why plant miRNAs remain stable in vivo and in vitro
and the underlying mechanisms how they regulate human gene expression. Furthermore, the impact of cross—kingdom
regulation by plant miRNAs on exploring new active ingredients of traditional Chinese herbs and elucidating their
pharmacology were evaluated. Finally, "constructing the complex regulatory network of traditional Chinese medicine
miRNAs in human body" and "exploring new mechanisms of gene expression regulation by traditional Chinese medicine
miRNAs" were pointed out, which were two scientific problems worthy of further investigation.
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