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Progress in the research and utilization of Panax notoginseng biological
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Abstract: Panax notoginseng is a member of Panax 1.. , Araliaceae. It is well known for its remarkable curative ef-
fect in anti-thrombotic, anti-hypertensive, liver-protecting, blood-activating and removing blood stasis. As a unique bio-
logical resource in China, P. notoginseng has a promising future for industrial development. Herein we review the prog-
ress in phytochemical, pharmacological and genomic studies and genetic improvement of P. notoginseng. We also dis-
cussed the problem of the germplasm utilization, and finally consider the future research and utilization of P. notoginseng.
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