AYPARBE 20245 F14% $5H 761-767 E(ﬁ&ﬂ;;{i
Current Biotechnology ~ ISSN 2095-2341 Reviews A

o Do IO

THEREESEEZTAERKEKERRER

*

F}Ft
o

RARLE,
P [E R SRR B, JEFH 110854

W OE: IEAMHEIERARECREES LT ARSI, ROV R 22 REE5HERRAREY W, Lk
FEEMRNATERRE A EEER  RANLETFNEANE., EHAARLAN L REEN L A5, 0 MAOB,
COMT TH .5-HTR2C .DRD2 .GLT-1 %2 GLAST % 5 K ty 4 7 MW AT A MR B 4%, (404 B & FL AL B oy LR o ik &
MAATH MR ARG N A E, P AR, ERACHAREI SR EE TSR TENFARHATT EE KL
Ttk ARk AL U JE S N A BB FER B Rt — B AHLH T R RS

REEW: TR RE; 2 A0 @47 A R
DOI: 10.19586/j.2095-2341.2024.0065

FE S ES:Q953+.3 XEIRERG A

Research Progress on the Relationship Between Genes and Main Behavioral
Traits in Working Dogs
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Abstract: The matching of working dogs with corresponding working uses is closely related to their behavioral traits, which are
affected by both genetic and environmental factors. Genetic factors play decisive roles in dog behavioral traits, which are the key con-
tents of dog breeding. It has been found that the polymorphic sites of some canine genes such as COMT, TH, 5-HTR2C, DRD2, GLT-
1 and GLAST are significantly associated with specific temperament and behavioral traits in dogs. However, there are still specific func-
tion of the discovered genes and the mechanism of its effect on canine behavioral traits need to be further studied. The aticle sum-
marized the existing studies on dog genes and main working traits of dogs , and integrated the research arguments of dispersion, in or-

der to provide reference for the theoretical and further mechanism research of follow-up practitioners.
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