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Isolation and Identification of Lactic Acid Bacteria from Sour Meat and Sour Fish of
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Abstract: A total of 14 strains of lactic acid bacteria were isolated from 7 samples of sour meat and sour fish popular
with minor nationalities in Guizhou province by the traditional technique and identified based on 16S rRNA sequence
analysis to belong to 9 species of the three genera Lactobacillus, Brochothrix and Lactococcus. Of these strains, 7 were

Lactobacillus plantarum, Lactobacillus alimentarius, Lactobacillus sakei, Lactobacillus kimchi, Lactobacillus sakei

subsp. carnosus, Lactobacillus graminis, Lactobacillus curvatus and Lactobacillus xsylosus, respectively.
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Fig.1  Samples of sour meat and sour fish used in this study
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Table2 Colony morphology and cell morphology of the 14 isolates
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Physiological and biochemical identification of the 14 isolates
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Fig.1  Agarose gel electrophoresis of DNA from the 7 identified isolates
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Table4 16S rRNA sequence similarity of the 7 identified isolates to the
corresponding relative strains
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SR2 Lactobacillus kimchi NR_025045 99%

SR3-1 Lactobacillus alimentarius NR_044701 99%
SR3-3  Lactobacillus plantarum WCFS1 NR_075041 99%
SR4-1 Lactobacillus graminis NR_042438 99%
SR4-2 Lactobacillus curvatus NR_042437 99%
SY3-1 Lactobacillus sakei NR_042443 99%
SY3-3 Lactobacillus sakei subsp. carnosus ~ NR_025719 99%
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