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Figure 1 (Color online) Modules, principle and pipeline of PRESTO-Salsa, modified from Ref. [11]. (a) PRESTO-Salsa needs GPCR plasmid,
adaptor plasmid and PRESTO-Salsa reporter plasmid. (b) The principle of PRESTO-Salsa is transducing an inducible interaction of GPCR and B-
arrestin2 into an mRNA barcode. (c¢) The PRESTO-Salsa screening pipeline reveals human and microbiota metabolome-GPCRome interactions
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