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Codon Optimization of Human Proinsulin and

Expression in Pichia pastoris

SHI Ying-fei,JING Ke-ju™ ,LING Xue ping, LU Ying-hua

(College of Chemistry and Chemical Engineering, Xiamen University, Xiamen 361005, China)

Abstract: According to the preferential codon of Pichia pastoris.the cDNA of human proinsulin (HPD) with the full length of 200

bp was designed and synthesized. It contains the singnal peptide (EEAEAEAEPK) in N terminal in order to increase the protein ex-

pression level. The HPI was cloned into shuttle vector pPICIK to construct recombinant expression plasmid pPICOK-HPI. It was

then transformed into the Pichia pastoris GS115 by electrotransformation. A transformant with a high copy number of HPI gene was

obtained by G418 concentration gradient screening,and then started to express HPI protein after induction with methanol in shake

flasks for 120 h. The HPI was digested by trypsin at 4 ‘C for 12 h after being purified by metal chelate chromatography. The HPI

reached 35. 4 mg/L,and showed the biological activity detected by ELISA kit.

Key words: proinsulin; gene modified; high-copy; Pichia pastoris



