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Abstract: The discovery and use of Aspergillus fungi have been a long history, while its taxonomy constantly changes. According to
articles of ‘International code of nomenclature for algae, fungi and plants’ ( Melbourne Code, July, 2011 ), “one fungus, one name,
IFIN” has been applied to fungi since January 1, 2013. It changed the rule of that the fungi could have multiple names and teleomorph
could represent the holomorph, which had a great impact on Aspergillus taxonomy. Since then, Aspergillus and its related genera had been
systematically revised on a large scale in the world. The new revisions paid more attention to the results of molecular phylogeny, and the
standard modern polyphasic methods recommended for Aspergillus classification mainly included : 1. Molecular biology by determining universal
ITS rDNA molecular barcode and specific second barcode ( calmodulin CaM, B-tubulin BenA and RNA polymerase Il second subunit RPB2,
etc. ) 5 11 morphological characteristics ( substrate, standard medium, incubation conditions, colony, conidial head, ascospores, etc. ) ;
I11. extrolite analysis ( toxins, enzymes, organic acids, antibiotics and other secondary metabolites, etc.) . The modern classification of

Aspergillus formed by the new classification system retains Aspergillus as the only legal generic name, including 446 species, subdivided
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in 6 subgenera, 27 sections and 75 series, Aspergillus glaucus was the type species. All related teleomorphic genera and species ( names )

were abolished, combined, or removed independently. In this paper, we briefly summarized the taxonomic history of Aspergillus, focusing

on revision changes, modern taxonomy and genome-wide analysis techniques of Aspergillus in its study under the influence of new article of

Melbourne Code, also including some comments and suggestions about present research status of Aspergillus in China. The purpose of this study

is to provide reference for the standardization of classification, nomenclature, use of legal names, and the mining of Aspergillus fungi and

gene resources.

Key words:  Eurotium ; teleomorph ; polyphasic taxonomy ; molecular phylogeny ; Ascomycota ; genome-wide analysis

Mg Jm LR A ) 1z, W AR R
B78 REE 3 I i PR S DN S B B S U S O
W, MR RE - AR AR EE . AHLRR . B R A
Y, TERAL . TR BEASERBE Tl AR
g EE N, (Aspergillus flavus ) 15
QUM . fdn. WG IREE, P AESUE &
BER ; WA (A fumigatus ) XTEyE A W
S B 5 B JR S R B BB A SR TE Candlida
spp., SRR b8 DU EL e s R 2 — TR
(A. niger ). KHhE: (A. oryzae ) JERRE . filE . ¥l
AR ) RO TR, FTREIR Y A 7 3R SO T
RhEE 5 LM (A terreus ) KB MR A ™
YgAABTT (lovastatin ) 852 I PR [ JH [ it 351 157
ORI EE Y] 5 Ak, Bl (A niger) FIfY
HhEE (A, nidulans=Emericella nidulans ) &3 K T |
Wy, il AEYeE . dMAEYE . R
SERFIE R A

AR ATt T AR, B R A, ih
BB BcR B E R, (EPRESE . B . MY
BB (RIFR (BBIRAREHL)) 70— A —A
£ F& (one fungus, one name, 1FIN)” [ ¥ 0] F 2013
AR, A R R B o 2R 44 R G R A R
fbo 7B RS, EMEE. RE0
P R MFEAE A B, kT i 2 o 0 1 1) 1) o ] oA O
FE. FARSE L, AHIRAT AT AN AR o
1 HEBMERZEARIE

i %= 8 Aspergillus P. Micheli ex Haller % ¥ H
Micheli €57, $71 T 2% “Aspergillus”, (I F —Fp
KEHASHRIMEKEEE “aspergillum” ), HHK
TR Z LT AR SR L (B ) /7 fE A
(SrA 3k ) FRfiE. 1768 4 iy Haller &5 45 K 3,
Fries T 1832 A 1] T J& #4, JK &¢ #h B Aspergillus

glaucus (L.) Link (= Mucor glaucus L.) "N % J& &
LA Mha&w B R K IH 8 7E T MR Y 2 A
BT (2K ). 1854 4%, de Bary B UK. T o7
25 & Aspergillus 5 A PERY BT R )& Eurotium [
It Z& . Benjamin T 1955 4545 fh 25 J& 094 R 43 4
Eurotium . Emericella F1 Sartorya, i J& X} Qnfa] b ¥ |
ik fwga, rZMEE KA TR — EAFTE L
Z (HBRADH) A&k (2013) ZHrF, MEEr s
KA S A WA R ek R

(1) 1985 & LLgy, LA Thom-Raper-Fennell MR
BIMEEZMARRGE "0, RREG 2R,
FELIE T RMAE o A AT i iy i 5 26 K
W IR, HA DO AT P A T A B
B, et AN B A A IRVE , F i R TR TG
P B 24 B Aspergillus 375 17 JoPERVFAT PR RUAE N
ATRRNE, A AN S A PR PR A . 7R
J& SR Z 18 1 5y G S AT “BE” (group ), Raper
FERE T, BITRIAR 150 ASFh R AERIRI 4R 18 4
BEL L HORFES S C E PRRar 42 8 ) (B
TERFJRBEVERL ), BUECRAYEE — DG M R R AAT 1R
AL o, BT B AR (EPRE
Yreir 4 0 ) R RUE R RARE, AR EAIERR 5
Ferpin, N, A RIRRBAR)Z N, H—
BAAERKRSN, FooRErsucmses

(2) 1985 4F 2 (H/RAIEIL) LR 2013 4F 2
(GRS SR i b é i 2 Y SN SR N S d i
BN AR 4T ( holomorph ), J@THOW)E subgenus
FIZH section, 43F RGFMREE R MR /3L H &
AATRINI . 1985 AETE A 22 Bl AU AP T Y & i
bR 2 At 2oy 2 By e th a8 )| LA R 7326
FHOERA S CEBMEYI AR ) —BL N TA
AL B T B 2B, [F4E, Gams %5 107 AR 4
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2R LA N A HERIEE, S5IAT “IJ& subgenus”
4 section” WHESFIZFR, #MhEE)E 00 6 1>
IR 17 N4 (1R ARITAL), X 1965 4F
Raper & Fennell #2119 18 ANHf . A 12 5 405350
AT AFEPAE MRS, 41 Eurotium, Petromyces,
Emericella % .

BEE T R BoRp R e, A (I
F L) SRR Y, BRI (W) 2
f  SF oy 2R on,  Jo M B LR RORR 22 93 4 T
H ( mitosporic fungi ), LR B FEE
Aspergillus WAHN % B 73— F G0 & B SO0 A 1Y

HFF2E ] (Ascomycota) T, {HICHERIFIA PE
B FRATBER AT LS 6 PRI 44 0 2000 4, Pite %17
P ERBE AT TIBIE, 52 1 184 DItk tha 4
FRAN 70 AR A TERIZ R, 2008 4F, Peterson (18]
o BN EZ RN RZGE R EW, KIMEENA
PERLR S ICIE R 6 LR R R R R AR ),
Houbraken Fll Samson ' 137 % — Wi, B, 76
X — I TE S A AR R, (AR AR AT
PAorlortm4s, 4 A A b i i, 7 iy h s
KRB T I 28 Aspergillus I FoAH 1)
AR L 104 (£ 1),

®1 HEFERTIENEUIREXENLE

Table 1 Treatment of major teleomorph and related genera of Aspergillus

JEA R A58 Sexual and related genera

KEFE )5 3 Treatment

KPS 455 Current status

EFEFERE Chaetosartorya
BHIEE Cristaspora
5 LR Dichotomomyces

HIEFEIR Emericella

WS Eurotium
SRR & Fennellia
EINIRIE Hemicarpenteles
FTNRIE Neocarpenteles
B FE & Neopetromyces
BB & Neosartorya
AU E Petromyces
PANREEIR Phialosimplex
Z3UHEBER Polypaecilum
WA FEIE Selerocleista
AR IE Stilbothamnium

AP Sexual synonym
HHEAIF A Sexual synonym
H1ERIR 4 Sexual synonym

F RIS Sexual synonym

HHRF A, Sexual synonym
5 PERI 54, Sexual synonym
# % Transferred to

F T4 Sexual synonym
AR R4 Sexual synonym
AVERL 44 Sexual synonym
i P HI 54 Sexual synonym
TetERIR 4 Asexual synonym
TeHERI 44 Asexual synonym
MHIZER IR Excluded from Aspergillus
M5 4 Sexual synonym

=R JE Subgenus Cremei

= IR ILJE Subgenus Cremei

= FER4L Section Clavati

= 4L Section Aenei

= HUIRYL Section Nidulantes

= RG] Section Usti

= % )& Subgenus Aspergillus
= WA Section Flavipedes

T R5JE Penicillium

= BRI Section Clavati

= IRZE4H Section Circumdati

= MR {4 Section Fumigati

= # (Y] Section Flavi

= ZHFHEWJE Subgenus Polypaecilum
=Subgenus Polypaecilum

#1537 Independent

i 37545 Discarded synonym

2 (BREZEN) MHBARF LG ZHZIN

TMERI LRSI B R 2 ML A M R 44 BRI S

2011 4E 7 H, 7855 18 Jm (SB/RA) HEBRHEY)
PRt Bl CEBREEZE . WY,
TPy 24 ) CTRTFR CERIRACERL ), S IHIER
A — A E R R T 55 59 25 Carticle
59), X EEMmAFKM “—FEE, B B
1FIN (one fungus, one name ) IFEEN], FE5E M 2013
AELTLH R IFIN A T 0 i — R A AR
¥, HARRME XL, MEELHLERZ A&

RELBGHE, BRI AR EA 5A R
AFRFSERA AL, AR ICIER 4 TR A 380Uk R B
[T ER N S g Ao U DR b S A U I U273y i i 2y o e
DA TR S EE 0, BRI G A G
PR — e B M A FR . X ZEXT 2013 45
Z R R FW A M5 R Aspergillus I FLAH 3¢ B4 P
RgRN ( BT ) SAFREE T4 iy ME—PEaf A FIE
o M, EERTE R &%k ZE 5145 (International
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Commission of Penicillium and Aspergillus, ICPA ) X}
il S A R i A B DL KA 44 I R T T
Zifie, WY ZMOrg, Hrh 8 R R
FeBER

Ti % —, Bl JCe AT ik 2 ok B A A
6] 64 2R 58 5 8 o3 SR o3 ORI L B AN [ Jas ol T
— SR AT N R A, AT R 44
Neosartorya, Emericella, Petromyces e N AW
A7 L@ AR XA DT R T A
PERUJ® 4%, MSk e /e T, & PE—sw IS =
(e ) WRh, BB ihEE A, niger. 615 A
ochraceus . A2 A. Jumigatus 1 il 2 A. Sflavus &
PITEAH LAY RS8R 8 0 3R I AR de i 2 4
MR A PERE 4T

TR, AR P AT g, R
i JE Aspergillus BB, T BB IAE M
Aspergillus FIREECHF (AN A, fumigatus 5 A. niger )s
MR BN IERE A niger, WE 44 Aspergillus 7 H T
5% A. niger. % A. flavus. K HHEE A. oryzae
S, W EERR AL HRFEH AR
BB LA AR YT 2 R JE sl 1 L Y s
Emericella. Neosartorya #1 Eurotium 25 ¥% ¥ 43 5l FH
FTENE MR Aspergillus T AR 4 sections, Ul
Versicolores . Fumigati F1 Aspergillus H X%t N R F . 35X
NI RIET AV R EEEE g, ETET 240
JE T E T A AR R, A T A, &
B AIRAL, STl

T =, KSR B i R B R Aspergillus 1)
PR B AR IR % 55 A, glaucus, K ARSI A 1
B A TR Aspergillus BE RAE— R H A AEY)- 5
NZERIFRE (54 ). 0, A, glaucus (JRICHERY )
BB, RO 1 2 4% BRI I R T Eurotium
herbariorum W 55, (HA] LU IR Z A0 A 11 R
AR A ( Eurotium-type ) BFE2HE (ascomata ) ;
XHE 2R Aspergillus A YERLE, U Neosartorya
Emericella. Eurotium 1 Petromyces %5 J — Y61 5 J&
Dichotomomyces . Polypaecilum F1 Phialosimplex ¥4 ¥,
N EE IR Aspergillus B 54 J& o XA T ZAEFKRZ
Bt w08 B JCPE R4 FRA W] HAT PERLAA B (544 )
A8 LA BT A 22 0 RR A 17 H BAE Aspergillus 4T, A Fl

T AR AR E R, BT A [ 45N DA £ D
PR, 1437 ICPA MR ZEU 27 H AT,
%12 K Chttp://www.aspergilluspenicillium.org/
images / PDF / minutes.pdf ),

X B JaR 114 B i A7 A A B UL, P A
Taylor ') it ity 25 K HEA G J& =22 1] 19 R 48 % & %
AT, NN EEIE Penicillium J& i 7 J& HoWR 1
J& (subgenus Nidulantes ) WUHIRAT 3, F5K4 Hh
J& 4y LA /NE, AR & 1 A G A& 44
U subgenus Nidulantes U8 K #f M0 5C J& Emericella,
# subgenus Aspergillus YK # 2 T J& Eurotium. {H
Samson % 11 PN SRR 43 5 22k R i 2 R B
M, SIEADENAIRUCE, R i E S
—MRRIE, TR A RIS .

3 HMBEERMSEHARIAK

28 (2R ATE AL ) 19 TFIN LI &2 TCPA Y
i 5, B B Ja AR S0 T AT 1 A i) R A
RGP REITRRIT, BT EEES T REAT
R RITEN b RGN AR
SRy 2% T AR s (CBS) Y Samson A JE Tl
L N1 Aspergillus B X R (ex-type ) R GEHFIE 4
S R A AR E B 2 Ak R
5o — D TEEMRGKE, WEMEH DNA 731
IS (barcoding ) ITS K 5 5E M 56 — 25 B i 3k
(E5 I T CaM, B- TUE 8 BenA S RNA R4
45 ZKRWHE RPB2) (%2) 15— A HEE
(BLY) | PRUERGIRIE . WIVE . IR ORIE . oA T3k
TRA T ) s = AUEIE Cextrolite ) 7347 (5
OB, AR . HUAER LHABK A ).
i RG KRB AT s &R Aspergillus 5155819 9
A VR E N BRI S S R B VIAG ; )
i CERJRACTERL) 1FIN 253K % ICPA (R8I, 4%
PR Aspergillus VF i 28 J@ ME— S IE O A PR, HHE
AR @ AL BRN Aspergillus B 544 5 BT T8
PROrRFFE 5 X452 1 = 55 Aspergillus 24 R
IFRRBIAT 5 A2, 21 Sl d s T 1%
M EEm A, 7 339 F 5 X TAUCHRRA, B
AR L DNA J7 81 5508 i B HoAth 5 RHE BA 21
16 G HEBR AR BE R . MBS B T (SR A
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*2 HEEEEPCRERBRFRE, SIMRHEXSH
Table 2 Gene fragments, primers and related PCR parameters of Aspergillus fungi
SRR B R TEAUEL 51 Gk | 519751
Gene fragment Annealing temperature/ “C Cycles Primer Direction Primer sequence (5'-3")
A P B S B X ITS 55 35 ITS1 iE [ Forward TCC GTA GGT GAA CCT GCG G
1S4 JZ ] Reverse TCC TCC GCT TAT TGA TAT GC
B- WA R FTHER BenA 55 35 Bi2a 1E[f] Forward GGT AAC CAA ATC GGT GCT GCT TTC
Bi2h JZ I Reverse ACC CTC AGT GTA GTG ACC CTT GGG
FRE LR CaM 55 35 CMD5 1E[f Forward CCG AGT ACA AGG ARG CCT TC
CMD6 JZ I} Reverse CCG ATR GAG GTC ATR ACG TGG
RNA A 1T 55 2 KA FHEE 50-52-55 5-5-30 5F 1E[# Forward GAY GAY MGW GAT CAY TTY GG
RPB2 (alt. : 48-50-52)
7CR JZ I} Reverse CCC ATR GCT TGY TTR CCC AT

Note : Y=T/C, M=A/C, W=A/T, R=A/G

L) 25, Aspergillus RE T FAETTHFFEIEAE

fE Samson 73 FEHEZE T N Ah 27 I A SR X
Aspergillus S LR T 73 R BALEAT T R HT
g8, SRR . A . A RS AT
BEOR BT B I B R g e AR
7 O e TN L RO ko A, i 4 DR I
43 #F (whole genome sequencing, WGS ), & Jii % B
ORI /B AT ] B3 (matrix-assisted laser
desorption/ionisation time-of-flightmass spectrometry,
MALDI-TOF MS ), () =& @ik a4 i
[ 1) 6 0 5% 5% 43 1 (Cultra ) high-performance liquid
chromatography coupled with diode array detection and
mass spectrometry, UHPLC/HPLC-DAD-MS ) % [2734)
o Houbraken % ™ Mi¥l R 45 & & #7145 &
R AR AU A5 SRR T B R GE R S
B, FEAEJRA section IS T 5| AR [ Ji% series )
SRS, AN AR R 23 TC BAR B 1Y R series, AT LA
o JBE IO A0 AT BE B R S REARAE , AR TR
YR RO B AT BE SR AT Y, [RIB &R 58 Aspergillus A
330/ B 4d6 Bl Y, BT RS TR, A R
Fh A i JE B S AR KRG B Aspergillus
NME—GEE A, NIEE R (Fungi), T2
( Ascomycota ), R ( Pezizomycotina ), BREER
24 ( Eurotiomycetes ), B{ZE V.49 ( Eurotiomycetidae ),
% & H (Eurotiales ), #H 2 #} (Aspergillaceae ),
HhE2JE (Aspergillus ) B EFR. KEEHEE A, glaucus
(L.) Link 2y h 2 J& & XX F0, J& T 5 6 IS

(subgenera ), [ % WV J& ( subgenus Aspergillus ). ¥
28V J& (subgenus Circumdati ). IR ¥VJ&E ( subgenus
Cremei ). 04 V)& ( subgenus Fumigati ). HAR
J& (subgenus Nidulantes ) F1ZUFH )& ( subgenus
Polypaecilum ), 27 1~ sections, 75 I~ F series ( [ff
), TR TR KA S B AL RN Aspergillus 1)
SRS MR RERRS, (1) YL AN, 1CPA R
( https://aspergilluspenicillium.org/ ) I 1 51 B2
MhERl, IR ERREE T AR X R4 (4
FEIEATTERY ), B (FRA) type, BEEUREBE ex-type
(A RS ). JB TWF—4H section. DNA %
— ZKIEA TS B KI5 2K I (BenA, CaM,
RPB2) FPHEM 53, B T E AN S5

4 £EEAF55H# (whole genome seque-
ncing, WGS ) ZEHEEM R HHIR A
iE+ 4, LA Hlumina, PacBio NACFE M = &

PP B A, o iy . RS . R 2

FRAR R A a5 R LT A B DR AH A A 4 A3t 1 A I Y =

. s SeEmE g, 4. M. AW E K

AR AT (£ 3), NRABTE M5 K 41 450 5

Ao BEZRE. RERFRR . B, W

I B 16 O B AT ACIAS ™ . M e B TR A oty

BT R T E R
2018 4, FEBL2EFE X A, arachidicola 1T 4>

FEAM F, Ifimat B A 2= e, e 5 A

parasiticus JH—THH 5 0 0] REME B K L TEAE P

HARKA . FEBCAIEEAHTEI (JGL) FEHATE



A. fumigatus

verkih s

A.fischert = Neosartorya fischeri

Ktz

Conditional pathogenic fungi, becoming clinical common fungal infections

beyond Candida
AT [ A1 B RS AL N 8 it 2

Cause keratitis and pulmonary Aspergillosis in clinical lung-transplant patients

TR Tolk ) 2 0 I R R R

A. oryzae Fermentation strains are widely used in food brewing industry
Fy Lk LR DT B )

A. nidulans = Emericella nidulans

ERiiiE

A. terreus

Important model organism for genetics and biochemistry research
7 A RA R O T —— 8 (AT, HAT R AR 2%

Produce a clinically relevant secondary metabolite, lovastatin, which has the
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*3 HEEEMEMERASTER
Table 3 Genomic analysis of important Aspergillus species
a2k Species IHEEFFAE Function and characteristics N Genomic
B Wl AR GRS, AR AR BN, AW RV N 34 Mb, 8 ZkYfafk
A.niger Important fermentation and bioengineering fungi, widely used in the producting 34 Mb, 8 chromosomes
of sauce, wine, vinegar, and citric acid
P PRI AR, XA EN 35 Mb, 5 kULtafk
A. clavatus Producing patulin, and it causes disease to human and animal 35 Mb, 5 chromosomes
G iiiE WA B, ERmEER 2536 Mb, 8 skULfafk
A. flavus Contaminate grain, food, and produce aflatoxin About 36 Mb, 8 chromosomes
S ith SRR ECTA R TR T R RS DL A LT 30 Mb, 8 PMYLEAIK

30 Mb, 8 chromosomes

#5135 Mb, 5 Z&Yetalk
About 35 Mb, 5 chromosomes
37 Mb, 8 FUfafk

37 Mb, 8 chromosomes

2731 Mb, 8 Z&Ye(alk
About 31 Mb, 8 chromosomes
2935 Mb, 8 FYL(alk

About 35 Mb, 8 chromosomes

effect of lowering blood lipid

Nature Genetics 2 3C, A T M8 & B4 Nigri K
UL ZH I PP o0 A 2420 SRATR A 58 % 26 P Y
FEDNZMESL (ALFE 23 AP e SR ALY )
ST R ) K R A st A4 BT, TR IR R4 R
T T 17 903 MK AL G VS PERE (CAZymes ) FlI
2 717 ANRFARYI LN, KB TR Rl sk 4,

X S B MR HH B AL fumigatus 12 SRR IZ
K2 (Pan-genome ) 73, T T 116 230 4> #E
D25 11 b FOAH B Yy FE R A A . e B 80%—-90% (1)
FEDIR 2 AR T AT T R b sy BE OR AT OO SR . R
AR “BiHTE e PR H SR AR A DR 4 A s X
AL RE-5 KR HLH BT 2504 X 0 Steenwyk
2 U7URN Bartoletti 25 1% — 44 4 ih 55 8 20 S 3K
4k kB (¥ COVID-19 F8 25 1A P 43 5 15 51 4 BRAR
A Rk CAPA A-D, RIEVFHIEF RS R T %
FE SRR IIX LR S B S H R AL fumigatus
Af293 Fl A1163 FF AT B B 04 22 S A7 A8 5 T a2 ik
LRI, 5 A. fumigatus Af293 F1 A1163 FHHE,
CAPA A-D TEFEJ1 JARSCHRIR bR B 09 B bR A S5
PR b G B A A SRR A2 5 i . ke 2y

Py T 5 AN 7 2 A R W, B i ] £
RE P HEUh B AR A AR A, SR
T 25 BRI R A HH B 04 3o R 24 PR G 4 R £
BT, AT CYPSIA SRR 28 AR 2 T B 24
PEH LAY T2 A, MR X — &I, FX) CYP5IA
JEDR S HT 2 2B R Rl

Hh 25 8 A (sect. Flavi ) Z—B 250, B
AR f B AR, XA FRME, T
I W R A 7= B K B BF AL oryzae, VISR B YA
PN RE HE Y DX P31k 6 T b K Al A7) 6 PR 21
KV B 2SR, RMBEEH AN S REKE
KERERY, A oryzae WL ZFNAIE A. flavus T2 A.
minisclerotigenes B, A. aflatoxiformans, FHY%EEH T
SERZH A0 e BE 2 AEE, JUHIR s X . Fn B4
2 it B A R B K AL 5 T P AT I A B A
e CRAHR 73 4) 10

1k 2021 4 6 A, GenBank "1 U 4t & fh 5% J&
115 Ff 485 /> / #k 42 3 1 41 )% 51 (hitps://www.ncbi.
nlm.nih.gov/genome/?term=Aspergillus ), & K 20 K /)
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XV . i IS 2 dn 24 AT

115

M\ 23.887 Mb ( Aspergillus cejpii FS110) F| 77.556 Mb
(A. latus ASFU1710 ) ; 3R 2 B 2 11 BT RCRE Ay
7761 (A. rambellii SRRC1468 ) —19 260 ( A. fumigatus
Af293); GC & : 43% (A. coremiiformis CBS 553.77 )
-53.1% (A. olivimuriae NRRL66783 ) ; tRNA % & .
138 (A. sydowii CBS593.65) -333 (A. violaceofuscus
CBS 115.71 ); i RBEAYIEEL 9 301 (A. coremiiformis
CBS 553.77 ) -15 384 (A. calidoustus CBS 121 601 ),
B MY T AIE AL, AR I o i
MRGEKRTE, FEHr R YAz
SERTST R AT AR R, RO AR T
FERYE T [0 FTBL.
5 REHBESEARKEE

] 2 T g s AR, WIRh 2R E . S5F
W F g (P EEREK - SRS - R LIt
ASAT PR ) (LUF AR 2 ), L) Raper 457
I Gams %5 7 (4326 RG0SR, BFSE AL & IR
e Jm 14 4R 82 b K AZ M 5 Hoh Ay 26 S H.

ATER, R T R ARIESE . U R B
BB AR 4 R S W—Se R R e 4
i Chen 28 07 O SE R AR A 22 AR o
(CBS) ¥i*#sgii, *EFERE N (E3RE )
e Jm SURGL . B 4L HEAT T R GEH) Z A0 3 2
FEo F DT AR AL 0 RS G B R KT
BLF ML AE Y TR 2, HE (SRR
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Table 4 Information of Aspergillus and major related teleomorph by major strain collection institutions in China

GIRAEAR S 2R Aspergillus LS Eurotium PRIFEIE Emericella HIBEFEEE Neosartorya

Name of institution e MU R HibR i Hib i Hib
Number of Number of Number of Number of Number of Number of Number of Number of
species strains species strains species strains species strains

FEIEBE R 146 1465 0 0 0 0 0 0

JATEL L COMCC

T REERE 71 1440 5 20 1 1 1 1

U H LG CICC

HEZ AR EER G 31 612 2 2 2 15 2 36

A HLLL CPCC

FERO R EERE 58 343 7 24 4 20 4 5

BT L ACCC

FRIEMOL A AR 28 226 1 3 1 1 0 0

FE L CFCC

IRERUEYI R RS 24 201 1 1 0 0 1 1

L MCCC

HELT SRR 16 149 0 0 0 0 0 0

> CCTCC

IR A I R 8 20 0 0 0 0 0 0

> GDMCC

hEEEMAE AR 2 2 0 0 0 0 0 0

AL CVEC
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