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TPATIA 5 S im s v, AT 3 35040 B 55 o DA R R A
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Figure 1 Schematic of the mechanism by which /PA/ regulates plant architecture
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Figure 2 Schematic of the mechanism by which /PA/ regulates seed dormancy
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Figure 3 Schematic of the mechanism by which /PA/ balances resistance to rice blast and high yield
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With the in-depth analysis of rice functional genomics, an increasing number of genes related to rice (Oryza sativa) yield have been
cloned. The ideal plant architecture gene /P41 (OsSPLI14) encodes a SQUAMOSA (SQUA) plant-specific transcription factor, which
coordinately regulates the yield and disease resistance of rice, breaking the traditional viewpoint that a single gene cannot
simultaneously achieve yield increase and disease resistance. This article mainly reviews the functions of the /P4] gene in regulating
the ideal plant architecture of rice and other aspects of growth and development, as well as rice responses to biotic and abiotic stresses.
It also reviews the current status of the applications of /PA/ in plant breeding, proposes the issues that require further research in the
IPA1 regulatory network, and discusses the future application potential and breeding strategies. IPA1 forms a complex molecular
regulatory network by integrating multiple signaling pathways, which coordinates yield increase and resistance, and thus provides a
theoretical basis and gene resources for high-yield and resistance breeding in rice.
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