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Research progress in detection of genetically modified ingredients in edible vegetable oil
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(Oil Crops Research Institute of Chinese Academy of Agricultural Sciences, Key Laboratory of
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Abstract ; Edible vegetable oils are necessary to maintain the nutrition ingredients for human health, the safety
of these oils has been highly concerned by consumers. As the number of commercial varieties of genetically modi-
fied oilseed crops was constantly increased, presence of genetically modified organisms ( GMOs) became another
problem besides adulteration in edible vegetable oils. This article summarized the situation of commercial plant of
genetically modified crops in the world and GMO labeling in major countries or regions. The paper reviewed DNA
extraction methods and influence factors, GMO detection technology with the advantage comparison. This work
would provide references for systematical studying of GMO detection in edible oils in the future.
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