2 WEAER

SR 5EE - BIOTECHNOLOGY BULLETIN 2022, 38 (2):184—194

E RS R EEYLH

XA Bk FWF O OEAN Al
C HsS INEAA Be A E e J5 5 B i TRR2ABE 2 s o ot e R A ) 2 R S A IS N T S S0 . 2 BRI AR AR 5
W LRI L, #hEs 655011 )

NS

¢

W OE. BAMSHLTOELEARLEZL—, AKX TOHETLMRINS, A LGSR P RELERTREGEN,
BRHRNARES TR ERE ARSI R EELE L, SHET 0T 55 READ S BM A HE, MY EFHRELE
O RIEAF G F . BRSO, iR AR AR RS, BAS MG A S X TAY . miRNAAT . AREAE @R
B EEAS SRR T R . KRB IR TR E B F A ein e ks, WRXMM I R G R, AR AT A IR
W 1B 609476 5 F R AAR AR T Lt e, B B AED oAbl R A A% F AP RBE TR 2

KB . AR ; AR HARAH ; 4 X AT ; miRNA

DOLI : 10.13560/j.cnki.biotech.bull.1985.2021-0472

Regulation Mechanism of Phosphate Homeostasis in Plants

LIU Chao CHU Hong-long WU Li-fang TANG Li-zhou HAN Li-hong
( College of Biological Resource and Food Engineering, Key Laboratory of Yunnan Province Universities of the Diversity and Ecological Adaptive

Evolution for Animals and Plants on Yungui Plateaw, Yunnan Engineering Research Center of Fruit Wine, Qujing Normal University,
Qujing 655011)

Abstract: Phosphorus is one of the essential plant macronutrient, which is an important component of life macromolecules, and
plays an indispensable role in the process of plant life cycle. Maintaining phosphate homeostasis is critical for plant growth and environmental
response. Phosphate homeostasis uptake and transport in plants involves multiple signaling molecules. The process of plant maintaining
phosphate homeostasis mainly includes the activation of soil phosphate homeostasis, the uptake and transportation of phosphate homeostasis,
the allocation and remobilization of phosphate in plants. It involves phosphate homeostasis mechanisms such as response to low phosphate
homeostasis stress, transcription factor regulation, miRNA regulation, mycorrhizal symbiosis, inter organelle transfer regulation and so on.
The research of phosphate homeostasis nutrition mechanism in the future needs the integration of interdisciplinary knowledge, from model plant
research to commercial crops. In this paper, we summarized the latest research progress on the core molecules and their mechanisms of uptake
and transport of phosphate in plant cells,aiming to provide an important reference for crop engineering and breeding strategies.
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monopteros 5/lonesome highway ) - K5 | K& 1Y 4 45
MM rP AL R R E L, SRR A K,
WO B, SRR ROBEREC Y, T A
FF, PP ST BB ) LaABCG36s Fll LaABCG37s
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HWI A, SL AT A ( Solanum lycopersicum ) 3
RO NFCTR R 73 S, ek T AMF S0
H 4 1), ABCG 2% % 11 PDR1 ( pleiotropic
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P AINLA A SRl R £: %558 5 1 AINRT1.7 FI
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TEAHPRER VA SO, SEBL 1 B8 3 - 1 731l
B2 PHOR RS S5 PSR ke “JH 15 a4
eI, 25 PSR [ B2 455 i PHO2 R 1K /K -3 5
FATBNERIET, PHO2 32 NRT1.1 AYIEE 5 R 7,
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