P3
‘&
&
t’g‘?‘
=
i

B 2022, Vol.43, No.05 363

205 13 Wil vl BT LA T I 5E 0E Jee

XEE, EORY, KR, CRAEY, R, Eg
LIS RIER M R =23 TR AT O, BIT WG/REE 1500765
2RI TR 2 B R AR 2GS w LAEWT T by, SBIEVT MA/RIE 150076)

i % ZHHEH10 ADCLERRRE ) TG ROKTRE R TREY, RMBREGERINEAYRZ —. K
2 B2 BEASRER N RIE TR AL P b0 (K i B o T8 T 2 2 A 2 8 Ml v ) 22 P A R Al P 30 T A PR
FRATTS BRER [T A BIERTE IS 1 TREWS 70 Wh 22 W8 B A Mg e 2 W, (eadt N AR 2 WE ROV AL R . 20
NI EB A B3 AN A T D R R AR T R Pt — 2D R T BB R LR, BCEIIEThRE, 2 5 IR SUR R RE
Y. Pist. PUMRSER R AORIL, IRBNRTTHORMAERFHUAE BRI H 9. ASCERIR 1 2 W8-S T8 AR ELAE A R
FUHERE, DAL REAN & BRRE £ 55 7 T AOIR AT TSR B2 IR -

REEW: ZHE; WIEWERE W AR RN

Progress in Understanding Interaction of Polysaccharides with Intestinal Flora
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Abstract: A polysaccharide is a macromolecular polymer composed of more than 10 monosaccharide molecules through
condensation and dehydration, and it is an essential substance for life. However, most plant polysaccharides cannot be
digested by enzymes encoded by the human genome. The intestinal flora consists of a variety of microorganisms that reside
in the gastrointestinal tract of the host, including Bacteroidetes and Firmicutes as well as lesser quantities of Actinobacteria
and Protebacteria, which can secrete polysaccharide-degrading enzymes to promote the digestion and absorption of
polysaccharides. Non-digestible polysaccharides and short-chain fatty acids (SCFAs) in the fermentation products can further
regulate the composition of the intestinal flora, improve intestinal function, and participate in regulating the expression of
anti-pathogenic microorganism, anti-inflammatory, anti-tumor genes, thereby treating diseases and maintaining health. This
article summarizes recent progress in understanding the interaction between polysaccharides and the intestinal flora, which
will provide a scientific basis for further studies on human health and rational diets.
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Fig.1  Model for the molecular structure of polysaccharides
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Fig.2  Major intestinal bacterial genera
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Table1  Probiotic mechanism of polysaccharides on intestinal flora
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Table 2  Major therapeutic effects and mechanisms of polysaccharides on many diseases
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Table3  Metabolic mechanisms of polysaccharides by intestinal bacteria
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Fig.3  Schematic illustration of RG I degradation pathway'®
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