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Metabolomics and its Application in Environmental Toxicology
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Abstract: As a part of system biology, metabolomics is widely used in biomedical research because of its fast analysis. At pres-
ent, the studies of metabolomics in environmental toxicology mainly focus on single pollutants, and the complex situation of con-
taminated areas should also be considered. The application of metabolomics in environmental toxicology was reviewed by intro-
ducing metabolomics and its development process. We also summarized the respective characteristics of the current mainstream
metabolomics technology, and discussed the research and application progress of metabolomics in the toxicity evaluation of envi-
ronmental heavy metals, organic pollutants and antibiotics, and environmental stress tolerance evaluation. At last, we pointed
point out that the application of metabolomics in environmental toxicology needs to be strengthened. The paper was expected to

provide reference for the application reasearch of metabonomics in environmental toxicology
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Table 1 Comparison of NMR analysis techniques in metabolomics research
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