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Diversity of endophytic microorganisms in fresh fruiting bodies of Sarcodon
imbricatus™
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Absiraa® This study aimed to understand the diversity of endophytic microorganisms in fresh bodies of Sarcodon imbricatus
(L. ex Fr.) Karst. All together 10 wild fresh S. imbricatus samples were collected from the Tibetan Autonomous Region and Jilin
Province. The diversity of endophytic microorganisms was investigated by culture-dependent method. A total of 52 strains of
endophytic bacteria and 26 strains of endophytic fungi were isolated and identified from the friuiting bodies of S. imbricatus.
All bacteria could be classified as Proteobacteria and Firmicutes, with Proteobacteria (96.2%) being the dominant phylum in the
fruiting bodies of S. imbricatus, while Burkholderia (40.4%) the most in the level of genus, followed with Pseudomonas (23.1%).
The 26 strains of fungi could be classified into 14 genera, with Phaeomoniella (26.9%) being the dominant genus, followed by
Cryptococcus (11.5%). The species and quantities of bacteria and fungi isolated from the stipe and pileus varied significantly.
The results suggested that these strains have great potential value. The study provides a new source to screen strains with special
effect, and lays a foundation for exploring material exchange between ectotrophic mycorrhiza fungi and symbiotic plants.
[@@mﬁb Sarcodon imbricatus; fruiting bodies; endophytes; diversity; ectotrophic mycorrhiza
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Table 1 Quantities (V) and percentage (P) of endophytes from stipe and pileus of Sarcodon imbricatus

- FEAL B P £k B HL i Proportion of endophytes
Endopl'lflte Blast Ident. T 1A Stipe % Pileus
(P/%) N PI% N Pl%
Asterotremella albida (AM265554) 100 0 0 1 2.56
Candida kruisii (HM627126) 100 0 0 1 2.56
Candida santamariae (GQ911489) 99 1 2.56 0 0
Chaetothyriomycetidae sp. (KP202995) 99 1 2.56 0 0
Cryptococcus music (AB126586) 100 1 2.56 2 5.13
Phaeomoniella effusa (GQ154598) 99 4 10.25 3 7.69
Eutypella sp. (FJ1172283) 99 0 0 2 5.13
O Herpotrichiellaceae sp. (JX966560) 99 1 2.56 0 0
Ffllngi Irpex lacteus (JX290578) 99 1 2.56 0 0
Nectria cinnabarina (HM037991) 99 1 2.56 0 0
Penicillium glabrum (GU565126) 100 0 0 1 2.56
Penicillium sp. (EF200092) 99 1 2.56 0 0
Purpureocillium lilacinum (HQ607867) 100 0 0 1 2.56
Trichoderma atroviride (HQ115671) 100 1 2.56 0 0
Umbelopsis sp. (F1884191) 100 1 2.56 0 0
Verticillium insectorum (AB214655) 99 1 2.56 0 0
Uncultured fungus (JX174873) 99 0 0 1 2.56
Bacillus sp. (IN819614) 99 1 2.56 0 0
Burkholderia sp. (KM253245) 99 9 23.08 12 30.77
Enterobacteriaceae bacterium (AY618905) 100 1 2.56 0 0
Ewingella Americana (KJ534469) 100 3 7.69 5 12.82
Luteibacter sp. (KF287734) 100 1 2.56 0 0
Bl Paenibacillus sp. (JQ419635) 98 1 2.56 0 0
Bacteria Pantoea agglomerans (KC355300) 99 0 0 1 2.56
Pigmentiphaga litoralis (NR_044530) 99 0 0 1 2.56
Pseudomonas sp. (KF720926) 100 5 12.82 7 17.95
Rahnella sp. (LC008364) 99 0 0 1 2.56
Serratia entomophila (EU250329) 929 1 2.56 0 0
Serratia proteamaculans (NR _074820) 99 3 7.69 0 0
B3] Total 39 100% 39 100

931 XG12 (KP726308)
97 |'Rahnella sp. M107 (LC008364)
-Enterobacteriaceae bacterium 130333 (KJ526379)
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Fig. 1 Phylogenetic analysis of representative endofungal bacteria associated with Sarcodon imbricatus 16S rRNA gene.
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Fig. 2 Phylogenetic analysis of representative endophytic fungi associated with Sarcodon imbricatus ITS sequences.
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