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Abstract: Anthocyanin is an important secondary metabolite that protects plants from biotic and abiotic stress. It has received
widespread attention because of its rich colors to plants and its benefit to human health. The related research on the regulation
mechanism of anthocyanin synthesis is the current frontier subject of molecular biology of horticultural crops, which has
important significance for the improvement of anthocyanin content and germplasm quality of horticultural crops. This article com-
bined the latest research progress in the regulation of anthocyanin biosynthesis in horticultural crops at home and abroad, and
introduced the effects of environmental factors, enzymes and hormones, DNA methylation and ubiquitination, and regulatory
genes on anthocyanin biosynthesis, and the functional mechanism of anthocyanins against external stresses. The research results
of anthocyanin biosynthesis regulation in horticultural crops in recent years were reviewed , in order to using genetic engineering

to provide a theoretical reference for enhancing the color richness of horticultural crops.
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