MR 2022,44(1):1~8

Biotic Resources

DOI:10. 14188/j. ajsh. 2022. 01. 001

2R 5 75 I BT et 2 W] 10 5C & iy i o8 2k i

RAE, R A, & A

(VLARIMIE K27 At Rl o2z Be VLo 4R 221116)

WE: W RATL R (Caenorhabditis elegans) AR/ 5y 3535 AW B SRR ALY R T EE W E R
AH ML A FE AR A o B R 90 00 3 1 5 i 2 AR AR M R AT T8 OP50, A I8, 20 T e AR Py w2 ot iy R AT g Fi 5
A B RTE MR, R, M — A s e B8, 55 i e AT 2k o m] DL B B 98 0002E W 5 18 AR A D Y st A% Lt o i B
A T A 2k HUAE TR S B AR ] e T 3K, O o 2 4 TR -2k OB TRD A AT 4 TR -2k UM B PR R 0 R S AL B 4R R 3R SE A, O SR i A
TEH A R CELEE A SIS ) 6 7 95903 14 397 5 W i (A 1 DL e

KRR TN B AT L s AN Ak e g

HESES: QI3 SCHRAR G - A SO SRS :2096-3491(2022)01-0001-08

Research progress on the interaction between bacteria and Caenorhabditis

elegans

ZHANG Chunmei, CHEN Shumei, QIN Sheng’
(School of Life Science, Jiangsu Normal University, Xuzhou 221116, Jiangsu, China)

Abstract: Caenorhabditis elegans has become a model organism for studying biological development, aging, neural
and immune mechanisms due to its advantages of small size, easy culture and short life cycle. E. co/i OP50 is its main
food in laboratory, and it has been reported that bacteria and their metabolites have vital effects on its metabolism, behav-
ior and lifespan. Therefore, as a genetic model, C. elegans can help to study the genetic basis of microbe-host interac-
tions. By summarizing the important roles of bacteria in the life cycle of nematodes, this paper provides a theoretical basis
for perfecting the bacterial-nematode model and analyzing the conservative mechanism of bacterial-nematode interactions,
and also provides new insights into the potential development of new strategies for this model for the treating diseases in
other species, including humans.
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Fig. 1 Three modes of interaction between nematodes

and bacteria in nature
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