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Tab. 1 Part of rice yield-related genes cloned from 2008 to 2016
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Tab. 2 Part of rice quality-related genes cloned from 2008 to 2016
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Abstract : The molecular marker-assisted selection and transgenic breeding consist of the main content of rice molecular breeding.,

and the development of genome editing technologies offers a new way to rice breeding in recent years.In this review, we described the

biological basis of rice molecular breeding in terms of yield,quality,stress tolerance,etc. Furthermore,some research achievements as

well as the progress of genome editing technologies applied to rice molecular breeding were summarized.
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