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Abstract: [ Objective] Genome sizes of the economically, medicinally, and ornamentally valuable Ardisia crenata were
determined using flow cytometry. [ Methods] Genome sizes of 22 selectively bred cultivars and two wild 4. crenata
germplasms, along with Lycopersicon esculentum as internal reference, were determined by flow cytometry. [Results] The
sizes ranged from 1.77 Gb to 2.41 Gb averaging 1.87 Gb with the smallest C-value of 1.77 Gb found on Agate Red (Z-17),
Kasumi Pearl (Z-20), and Zhu Ta (Z-22), while the largest of 2.41 Gb on Chidan. Variations existed among the germplasms.
[ Conclusion]  For the first time, the genome sizes of various 4. crenata were determined to be available for library
construction and genomics studies on the valuable natural resource.
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Table 1 Sampling of 24 A. crenata germplasms
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No. Germplasm name Germplasm type No. Germplasm name Germplasm type

Z-01 7+F+ Chi Dan FEF A Cultivated variety Z-13 ¥@#k Fu Zhu FeHr fh A Cultivated variety
Z-02 #3545 Jin Xiu FEE LAl Cultivated variety Z-14 431 Bt Jin Bian Fu Gui ot Al Cultivated variety
Z-03 #3955 Green Jade FEE LAl Cultivated variety Z-15 4 E % Jin Yu Man Tang ot Al Cultivated variety
Z-04 #r N Pink Beauty FekE AP Cultivated variety Z-16 ¥r & 5t Bamboo Leaf Fu Gui FekE R Cultivated variety
Z-05 V%% 5t Ping An Fu Gui FB5 P Cultivated variety Z-17 HHSZT Onyx Red FeB5 M FP Cultivated variety
Z-06 4278 Golden Crown FEE LAl Cultivated variety Z-18 A%k Bi Zhu ot Al Cultivated variety
Z-07 AR % Fu Man Tang FB5 P Cultivated variety Z-19 JeEk Long Zhu FeB5 W FP Cultivated variety
Z-08 ZHF5Ek Bixia Zhu FB5 P Cultivated variety 7-20 75k Xia Zhu FeB5 M FP Cultivated variety
Z-09 4’8 % Jin Fu Gui Fekk i Cultivated variety Z-21 fil#k Xian Tao FekE A Cultivated variety
Z-10 B 5 5t Liang Ye Fu Gui FBr P Cultivated variety 722 Bk Zhu Ta FeBE P Cultivated variety
Z-11 77¥2 3 Red Lingerie AREF AR Cultivated variety Z-(A) RHPHRA A. crenata A Bf A5 Wild germplasm
Z-12 K'& 5t Da Fu Gui ks fhFP Cultivated variety Z-(B) KHWPHEB A. crenata B P45 Wild germplasm
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Table 2 Genome sizes of 24 A. crenata determined by flow cytometry
WZ R T IUAE i WZ%R T IUAE
eI PR e PR
FEfgn 5 Internal Fluorescence b FEEALRN RITETRE Internal Fluorescence tefE FEEAIRD
Sample No. reference intensity of Ratio Genome/Gb Sample No. reference intensity of Ratio Genome/Gb
fluorescence the sample to fluorescence the sample to
intensity be measured intensity be measured
Z-01 18.90 51.79 2.74 2.41 Z-13 26.61 63.08 2.37 2.09
Z-02 23.83 48.40 2.03 1.79 Z-14 27.09 65.13 2.40 2.12
Z-03 2433 49.58 2.04 1.79 Z-15 27.22 64.87 2.38 2.10
Z-04 26.06 55.25 2.12 1.87 Z-16 26.68 55.70 2.09 1.84
Z-05 18.75 48.60 2.59 2.28 Z-17 26.63 53.53 2.01 1.77
Z-06 21.30 52.18 2.45 2.16 Z-18 27.19 55.46 2.04 1.79
Z-07 22.72 56.47 2.49 2.19 Z-19 27.61 55.73 2.02 1.78
Z-08 22.44 55.92 2.49 2.19 Z-20 28.26 56.70 2.01 1.77
Z-09 24.16 51.55 2.13 1.88 Z-21 28.56 58.22 2.04 1.79
Z-10 26.36 55.40 2.10 1.85 Z-22 28.34 56.89 2.01 1.77
Z-11 26.07 59.64 2.29 2.01 Z-(A) 28.77 58.62 2.04 1.79
Z-12 2535 51.83 2.04 1.80 Z-(B) 28.54 58.29 2.04 1.80
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