2007 4 13 2

38
(NtDSK?2 )
FERE T KRR = R ROR R, TR D BRE P
1 s 96 230026;
2 s 230052
3 s 100081;
: (expressed sequence tag, EST) s RT-PCR
1218bp MDSK2 ., NDSK2 STY
EST NDSK2 RT-PCR
(tobacco mosaic virus, TMV) NDSK2 ™V
, 48 h . NDSK?2
: HZNH; ;
: S432 41 : A : 1004— 5708(2007)02— 0038— 05

Isolation and characterization of a new gene (NtDSK2)
encoding a dual-specificity protein kinase

XIONG Tengfei', ZHANG Gai-yun', GUO Jia-ming®s XU Zhao-shi®, MA You-zhi’, CHEN Xue-ping’
1 Graduate School of USTC, Hefei 230026, China;
2 Tobacw and Health Research Center of USTC, Hefei 230052, China;
3 Crop Science Inglitute of CAAS, Beijing 100081, China

Abstract: A new gene naned NDSK2 was cloned in the esearch. NDSK2 encoded a putative potein with 404 aa residues,
which were characterized with STY domain. Expression characteristics were observed by semi-qualitative PCR afier TMV infec-
tions. Results showed that expressions of NDSK2 accumulated steadily and reached to its peak at 48h, after infections which
suggested that NfDSK2 may be an important kinase in the process of resistance to TMV.
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