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[ Abstract] Preeclampsia gravely threatens the health of mothers and infants. At present, treatment based on the
relevant mechanisms of pathogenesis is still not available, and there is no independent reliable clinical index for early
prediction of preeclampsia. According to recent studies, analysis of the cell-free RNA in the peripheral blood of pregnant
women has shown that testing certain cell-free RNA levels can help predict in advance the occurrence of preeclampsia
before clinical symptoms appear. In this paper, we described the status of research and progress in using maternal cell-free
RNA analysis in predicting preeclampsia. In addition, we stated that cell-free RNA in peripheral blood may become a
promising, real-time and non-invasive monitoring method that can be used to explore the mechanisms of pathogenesis
and pathophysiology of preeclampsia and to identify different subtypes of preeclampsia.
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