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Advances in the Application of Metabolomics in Cereal Foods

FAN Qiqi, ZHAO Xiangxiang, WU Ming, LI Xiang, ZHANG Shuai, YU Jiang, LIU Xiaofei', ZHANG Na’

(College of Food Engineering, Harbin University of Commerce, Key Laboratory of Food Science and Engineering of
Heilongjiang Ordinary Higher Colleges, Key Laboratory of Integrated Processing of Grain Food and Resources of
Heilongjiang Province, Harbin 150076, China)

Abstract: Cereal foods are the primary source of daily energy, protein, and dietary fiber intake for humans. With the
continuous improvement of people's living standards, cereal foods' nutritional value, safety, and food quality have attracted
much attention. Cereal metabonomics, as a new and rapidly developing branch of "metabonomics", has made rapid progress
in quantifying and analyzing various metabolites. This article reviews the analysis process of metabolomics technology, and
its application in the detection of component identification, the identification of flavor substances, the traceability of origin,
and the product of new developments in cereal foods, and the development trend of metabonomics in cereal food field has
prospected, to provide a reference for the in-depth development and application of cereal foods.
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Fig.1 Analysis flow chart of metabolomics
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Table 1 Metabolomic analysis of bioactive substances in common cereal foods
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VE: R AR (233 (Ultra Performance Liquid Chromatography, UPLC); Hi 2% Hi, % (Electrospray Ionization Tandem, ESI) .
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Table 2 Metabolomic determination of flavor substances in common cereal foods
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H: SHHE T2 #51% (Gas Chromatography-Ion Mobility Spectroscopy, GC-IMS) .



545 % 5 TH Wk, &5 AU AR Y P IR St -39 -
3w IWAYE SRR b
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(Ultra Performance Liquid Chromatography-Quadrupole Time-of-flight Mass Spectrometry, UPLC-Q-TOF/MS) .
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Table 4 Application of metabolomics

in new cereal product development
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