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Overview of the historical and current status of fungal
taxonomy and diversity in China

WANG Ke, CAI Lei

State Key Laboratory of Mycology, Institute of Microbiology, Chinese Academy of Sciences, Beijing 100101, China

Abstract: Fungal taxonomic study in China, originated at the beginning of 20th century, has
achieved encouraging progress and gradually reached the forefront of the world after more than a
hundred years’ exploration and development. In this study, the research progress of China’s fungal
taxonomy is statistically summarized based on the data retrieved from Fungal Names database.
The result shows that a total of 15 626 new fungal taxa, including 3 new classes, 27 new orders or
suborders, 117 new families or subfamilies, 769 new genera or subgenera, 11 100 new species,
322 new intraspecific taxa and 3 288 new combinations were published by 2 214 Chinese scholars
historically. Phytopathogenic fungi, wood-inhabiting fungi and agaricomycetes have received
more attentions by Chinese scholars. Among all the known fungal species worldwide, 10 233
species, belonging to 3 kingdoms, 13 phyla, 44 classes, 174 orders, 572 families and 2 379
genera, were firstly discovered from China, ranking the 2™ worldwide and accounting for 6.84%
of global known fungal diversity. Species discovered from southwest (Yunnan, Sichuan, Guizhou,
Tibet) and low-latitude tropical and subtropical regions (Taiwan, China; Guangdong) accounted
for highest proportion of China. According to the number of yearly published new taxa and the
composition of scholars, the development history of China’s fungal taxonomy can be divided into
five stages: foreigners collecting and studying fungi in China (1750s—1929), the start of mycology
in China (1930-1949), the early development of fungal taxonomy in new China (1950-1977),
national wide collection and study of fungi (1978-2010), being part of world forefront
(2011—present). The status of species discovery and important historical events of each stage were
also summarized and concluded. Through the above reviews, the development trend and research
overview of China’s fungal taxonomy are systematically presented, which can provide reference
for the current and future development of the subject.

Keywords: Chinese scholar; fungal diversity; research group; new species; new taxa of fungi
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Fig. 1 Distribution countries of fungal new species.
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The number of new fungal species discovered from each Chinese province or autonomous region

B /HLIX UL B/ Vi B IHLIX Wb

Province/Region Number of Province/Region Number of Province/Region Number of
species species species

~ T Yunnan 2136 Hrim Xinjiang 198 5 Inner Mongolia 103

FE A7 Taiwan, China 1470 Jt Beijing 190 M Henan 99

J" 75 Guangdong 614 15 Hunan 173 117 Shandong 96

¥ Hainan 532 YLVY Jiangxi 169 YLn Jiangsu 87

PaJil Sichuan 473 BePY Shaanxi 161 4t Hebei 74

HeM Guizhou 451 LR Anhui 141 T H Ningxia 30

I8 Guangxi 404 Wi Zhejiang 141 HJK Chongqing 29

P Tibet 358 H Qinghai 118 ¥ Shanghai

Ak Jilin 267 il Liaoning 116 R[] Macau, China 3

F+#: Hong Kong, China 248 1174 Shanxi 114 Kt Tianjin 3

14t Hubei 235 HJpiT. Heilongjiang 113 By AH Unknown 538

&4 Fujian 234 Hlr Gansu 107
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Fig. 2 The earliest published new species of fungi
discovered from China. A: Lysurus mokusin (Cibot
ex Persoon) Fries (syn. Phallus mokusin Cibot,
published in 1774). B: Wolfiporia hoelen (Fr.) Y.C.
Dai & V. Papp (syn. Pachyma hoelen Fr., published
in 1822).
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Table 2 The number of new fungal species
discovered from each Chinese province or region at
different stages

4 H X ULEE

Year Region of China Number of
species

1750s-1929 A [EATE Taiwan, China 112

HE & Hong Kong, China 33
Z b X Northeast China 20

J" 75 Guangdong 18
faEt Fujian 15
1930-1949  H[E5{% Taiwan, China 166
ZF Yunnan 76
puJi| Sichuan 38
J7P8 Guangxi 24
7Rt X Northeast China 18
1950-1977  H[EH T Taiwan, China 208
B4 Yunnan 24
HeM Guizhou 15
Ak Jilin 13
Pa)il Sichuan 12
1978-2010  HE &V Taiwan, China 678
= Yunnan 531
J" 4% Guangdong 308
Pa)Il Sichuan 189
rhE##s Hong Kong, China 177
2011- 7 Yunnan 1493
1F Hainan 397
M Guizhou 327
FE &7 Taiwan, China 306
] %4 Guangdong 275
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Fig. 3 Holotype of Uncinula nankinensis F.L. Tai
(HMAS 14185), the first China’s new fungal species
published by Chinese scholar.
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Table 3 The main research groups of China’s fungal taxonomy in different stages
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participating in the China’s new species discoveries (%)
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200 & g 3 Species
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Fig. 4 Number of new fungal species discovered in China each year and the proportion of Chinese and foreign
scholars participating in the China’s new species discoveries.
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Fig. 5 Number of new fungal taxa published by Chinese authors each year.
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X —IH, o EwE R B BOEAUUR
FRAEH I Fh Ak B BRI 5T, TR E IR T
SR RGN . BLERE 11
PATE A R B (BRVT & 20205 Jiang et al. 2021;
BUEERN 2021) 5 SO B 17 28 TR PR B TR SC
% 2013,2014, 2018, 2020; Zhu & Zhuang 2015);
&Y BUAERERETE (Liu ef al. 2015; Wang et
al. 2015a, 2015b; Lietal. 2020); A% RIS G
TEAHT RS B (Zeng et al. 2013 ; Wu et al. 2014;
Cui ez al. 2018); ¥ F 4% B BATEAR A HL TR (Dai
2011, 2012; Zhao et al. 2013; Han et al. 2016;
Cui et al. 2019; Wu et al. 2022); $EEWF58 BUEA
Y9 I EL T (Liu et al. 20145 Chen et al. 2017; Hou
et al. 2020; Zhao et al. 2021); BAIHBFIT BLBEA
ZE2HBIT THFEI KRS (Zhao et al.
2016, 2017; He et al. 2019), FK[E2FE XL EH
LY BUS RAEMEROR , KR T —F S
AL E, BT TIRZEFNTERG . IKIE
Fxf o ] Rt AR A A AR FIBIE Y, X 2
AT TAERR T HR UL LKA R, S T
A ERSYIER T, A IRt T
THEFELT

Bl CONHIR YIRS 2, B E BTG
THRWZHAEG H TR, BE 2011 48, “HEA
YiFn 2 sk” iR A BGR YRR, 2011 4F,
o TR 2 S BAR PR T, TR Z R R g H T
YERILTFIS , 2022 4EEH R AT b E AP fh
sk 2022 AEFERT”, CUGEEY) 17 173 Fi(The

Biodiversity Committee of Chinese Academy of

Sciences 2022). 454w H 14w E TAEMAERI L TF
&, ChEAER AR B WY ) SR
T 44000, FRECEHERMARE . BN, ZiESE
YR 3 667 i, TER AT, (PEE
) A CRE#ARE ) 258 T 68 BHME
FHR, Hob 28 BAE 2011 AEZ G 58 m,

Hr) 41.18%, A 48 B} 490 J& 3 582 FEYIZE A
T4 H 2018 4E ( hE AW AL a2 5——
KEVE RS ) (Wh—#55 20200 EX %A, id® T
9 302 FPRBY R B2 BRI, B IR 0 R
P TAEH A RS

PR E HR AR A B EE ,  E)
S EPR I W R E AR T . 2011 4R, ESER
BT W24 BRI MHE S (Fungal Names
https://nmdc.cn/fungalnames/) Jf Fifi J5 32 2] [E] B &
Yran a2 iesknl, O IR =K 24 PR
W3k 2 —(Wang et al. 2022), 2018 4F, JifEB5
TP A A E K T B R
PRI ), BETHEERY =R . /i, JF
RARE RS oTER, sk R EREK
JEFFA 248 (Fang et al. 2018),

5 R¥

Y255 T 20 2 NE I IR &
VMR T 150 247, 75 R R L Jr Eng R
HIBBEA T AU, B2 20 20 80 4FCA
YAk TP R R RN, EAH, PEEY
FRFEENAFEAR, EILER R
L SR, & TR TS, Hii
(BRI AR, P Y T AR E L
B ) R R B e BRI B 2R, fE
2022 AF R4, RERE K RWE Y IEHIT
2 327 Fb, mithEAEE R T H 802 4, il
w13, B HAT, PEDIR MR YR 2
PR A AT ECE ) 10% (BRI A 2010,
Wang et al. 2020).. i 4ERE ) CF1H) 10 000 24~
JE, AL US FEEM SRR ILERE
(incertae sedis)AYIEAL, ARATHE— 2GRN
LRI, AEERINAEY R R G KK
T B ERNEY Z AR R ESE,
AR BRI AL R —FER R R BB TR L IR
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