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Abstract: The availability of genome sequences of soybean cultivar Williams 82 had paved the way to soybean

proteomics research in 2010. Subsequently, a rapid advance happened through the effort of researchers all over the

world. This paper reviewed the progresses of soybean proteomics in growth and development, symbiotic interactions

between soybean and rhizobia, abiotic and biotic stress, soybean proteome database etc. since 2011. Furthermore,

the prospects of soybean proteomics were discussed.
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Table 1 Proteomics analysis of soybean under abiotic and biotic stress since 2011
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