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Table 1 Rhododendron accessions for the experiment
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Table 2 Characteristics of 14 EST-SSRs for azalea
BGR ERER MBS WS TAEE
fr IS —3) T T Rt v Gl
RO1 AAAGGCTGTAGCAACAACTG (cct) 4 180~300 54.5 5 0.3750 0.5027 0.4585 0.0000
GTTTCAGGGTGTCTTTAGGG
R0O2 ACGGGACGAGAATCTACCAC (ctcgge)3  160~250 56.3 2 0.8333 0.4965 0.3680 0.0007
CTATCACCCCAAGTCCAACA
RO3 GGAAAACATTGAGGAAGAAC (agacaa)3 160~220 52.5 2 0.1667 0.1560 0.1411 0.7025
GGTCATCTTCATCCATCAAA
RO4 CACCCTTTACTACAACCTGG (acctca)3  160~250 58.7 3 0.4167 0.3449 0.2930 0.6887
TTGAACCTAACCCGAAGATA
RO5 TTGAATCGGTTAGAGAAGGC (tct) 5 180~300 56.7 4 0.5000 0.7066 0.6326 0.2227
AGAAGGAATGTCCATCAGCA
RO6 ACGAGGAGAGGAGGCAAAAC (ag)9 126~200 59.3 4 0.5000 0.7172 0.6471 0.0188
TGATGGAGCCGACCTAAATG
RO7 TCTACTTTTCCCAACGCTCC (cca)lO 180~240 58.5 5 0.2500 0.3041 0.2869 0.0000
ACCCCCTTTCAATAGTCACC
RO8 ACTTTTCCCAACGCTCCTCT (cca)lO 180~300 59.7 4 0.4583 0.6702 0.5887 0.0197
CAAACCCTTAGCCAGTCCCA
R0O9 CGTCAAGAAACCTCCAGAAG (tactag) 3 160~250 57.5 2 0.0000 0.0816 0.0767 0.0000
GTATTACAAAGCGAGCCCAT
R10 ATAGCAGCAGTAGCAACCGC (agg)5 140~220 60.3 4 0.2917 0.5523 0.4498 0.0820
CGTTCTGAGCAGTGAGTTCG
R11 ATTAGGATAACACAGGCAAG (tg)7 225~325 54.9 2 0.7083 0.4672 0.3528 0.0095
ACAACAAACGATAGAAGACG
R12 GCTGAGAATGCTACGGAGAC (at)11 160~250 58.1 3 0.0000 0.5922 0.5020 0.0000
AGTGCTACCGACACAGAATA
R13 TATTGTAAACCAGGAGGGCA (ag)31 160~250 58.9 3 0.2917 0.5257 0.4563 0.0055
GTCCCCTTCTGGTGATGTCT
R14 CCCCAATCACTTGCCACTTT (ct)17 200~300 58.7 4 0.6250 0.7083 0.6375 0.3340
TTTGGAGGAAGCGGCTAAGA
SERAE — — — — 3.3571 0.3869 0.4875 0.4208 —
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Fig.1 EST-SSR loci nucleic acid distribution characteristics
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Fig.2 Polymorphisms showed 24 azalea cultivars with locus RO1-R14
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Fig.3 Dendrogram of 24 azalea varieties clustering analysis
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Development of EST-SSR primers for azalea and genetic analysis of cultivars
LI Mei-Qin"?, PAN Ye-Yu’, QIAN Ping-Xian’, LU Dan’, MING Meng'”?, RAO Hui-Yun’, LIU Rong’, XIE Xiao-Hong’, WU Yue-
Yan™*

'College of Fisheries and Life, Shanghai Ocean University, Shanghai 201306, China; *College of Biology and Environment, Zhe-
jiang Wanli University, Ningbo, Zhejiang 315100, China

Abstract: A total of 2 535 azalea ESTs downloaded from the NCBI database were analyzed, from which 435
ESTs were obtained. Thirty pairs of primers were designed by the software Primer5.0 Plus. Genomic DNA
pooling technology was used to quickly screen SSR primers, 25 pairs of EST-SSR primers could amplify frag-
ments. The PCR products of 25 pairs of EST-SSR primers were detected by PAGE. It was revealed from the
investigation of polymorphism that 14 SSR locus were polymorphic, the number of alleles of the 14 EST-SSR
locus varied from 2 to 5, and the mean value is about 3.8. The range of the observed heterozygosity, the expected
heterozygosity and the high polymorphism information content (PIC) values was 0 to 0.8333, 0.0816 to 0.7172,
0.0767 to 0.6471, respectively. There are 5 high polymorphic SSR locus, 7 moderate polymorphic SSR locus,
and 2 low polymorphism SSR locus. Unweighted Pair Group Method with Arithmetic Means (UPGMA) cluster
analysis showed that the 14 EST-SSR markers are capable of differentiate the varieties and will be of great im-
portance in azalea genetic analysis.
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