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Research Progress of Microorganism Identification Methods and
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Abstract: Fermented foods are traditional Chinese foods that produce special flavors by directly inoculating
microorganisms or immersing the food in stinky brine containing microorganisms to obtain special food flavors. Among
them, using brine containing microorganisms for fermentation is a common fermentation method. Therefore,
microorganisms have always played a very important role in this type of food and have high research value. This review
describes the common methods for identification of microorganisms in brine required for fermented foods, and the
relationship between brine microorganisms and the production of flavor components. At the same time, the functional
characteristics of the microorganisms in the brine in the production of various fermented foods are discussed, including
issues such as improving the nutritional value of soy products, extending the shelf life, and removing harmful ingredients.
The improvement direction of the more feasible new fermented food brine are proposed to provided clear guidance for the
further development of the ideal food microbial starter, the control of the residue of harmful substances, and the expansion

of related beneficial microbial resources.
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Table 1 Microorganisms in the production of brine
LS IS it T4 W
Bk Vagococcus collins
) 7E Enterococcus ) )
LU AR ) Streptococcus lutetiensis Bl
HERE Lactococcus
BREA SERERTE! Leuconostoc
JNER T Pediococcus
il HEBRpH! Streptococcus -
WA 2F BT Bk ) Stenotrophomonas
DYk pE" Tetragenococcus
7k Enterococcusavium
AR Bacillus
FFHIZE FLRRFF ! Lactobacillus Fent
BRICHF ™ Weissella
RS e £ Sac-charomyces cerevisiae Zem
BRI LNl ab Pichia pastoris
B DLt [Q R Hansenula severus Wl S8 BT
) SR R RE) Hansenula anomala
pra— HICEHE Mucor roxianus RO B3
Bt Aspergillus niger i
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it 16S rRNA JFF I 458 1 R 8 pa K B9k
PFpZE, AR B8 X K HR Y SR AN B R 18 U ER A
(Vagococcus collins) . 2 HERE (Enterococcus) , I+
H oSG8 I yE M AR R AL T 48 S, i
EEAEP B X R G KK RS, R T R
J&F 1 K PR AE L BRAE BRI (Streptococcus lutetiensis)
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PP R B . WP H AN B AT AR i 1
REZE . ARG R E S Tl H WA B2 4%
P B P A — L/ R I B TR S . LR/ R A PR
AT PR R, AP B AR D R S RO
S 0T, {5 11 7K A2 B AR A 1 XU
2.2.1 WEEEZE EERE(Saccharomyces) J2=—Fh i
B, R R R TSR RS R R, H DL R
BEA B B2 (Saccharomyces cerevisiae) . KeaR 7S
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Table 2 Different microorganisms and functions in brine

Thaerit REHEY hiT%%

T BB i XUBR: FLERAT B Lactobacillus
R E IR AR HIEED Mucor roxianus
wETIRE FLERFTFIEC Lactobacillus
UASEEE =7/l SRR Aspergillus niger

AT AT IECY Bacillus
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W RN SR, S SRR 1Y) SRR R FLAF R . DUk
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SYMT T 2 PN ) B I8 BT Xsh I A i K TR AR Y
255, SRAVA— AR T HAR & ARk
FhE 5 R B 2 (A1 AR 5 ZR 58, F- 10 Al 43 A 28
R, A T AT . AT L FLAT RS . A
PRAT TR . BAMIEA . DUIE DN ER A S5 9 Fh4N Ba AN sg bk 10
J& . AACEEREE . )RS 6 FhE S R B D
KU DI RETAE S
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3.5 HIFHTERMS

WIS REOE 7N =SS PR A eIk iy = 12 il | ES R e 2 i
PEP BT LA S AE IR « SE0E . T PR AR AR T
A FR R S A A2 430, e R I S A
HERFR AT A YRR S O S P U SR E T, I
HELA Rl AR 155 a0 AED B JE PE V19
SRR R IR I SE AR B AR KRR | A B iKY
IKTRHEEY) T, LI CH T = AR5 Ha S, I 2 Rl
AT A AR WK 5 A B R OB
3.6 HEMEERE

FaiE A5 EATAT LA A R AR = Xt
N R AR R T e REMRRESHA BRI
T REIRAENS MALSE Ty vk & Ve T ) & s
S oy e BT RTE PRI ZLIR R, 7T LA A A AL
PR . AR 24, X 15 B E0s R AT DA AR 3 as- i
HIZE A o Lee 850 DA A% S5 36 1 v 4325 i 156 1

3 BRZFEAUFTF B MKSK-E1. MKSK-J1 #l MKSK-M1,

FAERL S I IE B AT, UERT T3 3 MREEEA
JTEZ BTG, I, iX 3 BRI A B 25
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R 7.5% JoT i 53 B0 R LR A 2R, S e v T
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FRAFIH, IF3EAT T PETIR SR, RIS ZLRRAT IR HA
BT A= IR S FE R RE T o ALtk R R T
B, AR T T LR S E IR S USRS, i
HA A T A s E A
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Rk, P S0 B AT, A BT B, (R AT
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