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Distinguish the Species of the Marine Products
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Abstract. The development of fishing industry led to an

wm OE

increase in the number of fish species.And the
substitution of highly priced species by other less
commercial value ones became a problem,So it is
necessary to provide efficient methods of species
identification.In this paper,we described several
methods used in species identification in processed
seafoods ,including protein molecular makers and
DNA molecular makers technology .
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b, BRGFEEETEEERESITEE, MK
Bedbdk, SHBR. KD, IREEREARLN., B
EMGLRMTIBBEARNERE, BIOIRE, #E
FEE R B 2R R B T T A RENEIN . REBIRTE
TR, P=REREERuR, TREEMF,

HTEEHEARNIATE, EFEHLMERRE
KRS @B R, Blan, KFEFEER (Gadus
morhua) £—FM&FtaM, RZHREER, Bl
THER, KEk™ENRREE, LA
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S TARICE AR B A T SRR E 5,
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FEGE A i AR R M, 5 9D B 40 T X HF e b th 1k
ATMA%E, BhARRN. RRHARLD, o8
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FRRER, ML RPLAIEAR, REHEA
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E, WL A FRESB AN, KEEIK
E A Bt kORI A o B S A R ek
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DNA 4y FAric R 2 ARIB £ F 4 DNA 2784
B L AN KRR HE R4S EIE
DNA 7K _EER - EFUEERICEARY., K
2% R 15 8 R B A A s SRR B ] A R 41 b 3 b
ZE AR DNA 7B, T DNA & FrhaEruik
%, AL B, B, EHSBTRESHAIAR
—WEEFIIEmrE LAY, DNA 4 THsicst
AT L BB AR, BHAi DNA & Fhrict:
RIERATRETMN. ERAKR, EREM.
Mgkl w, RREMRESEY,

DNA - FHRICEMELTE

#id L DNA FFIRIZESR:, ATLARE dFhFh
%, EHEkR, MERABEAXRE (PCR) HBARM
HEL, %t DNA JBRHOY sy it (AR R4,
Bty = ir sl mE 5 iR £, kB T4
Angebrfk hRI DN A AR TR, H5
Btk DNA JllE B AES 2, FARBAE B
PR, Kb (15-20Kb) A&, @EFRRER, 1
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FARICHARMEL, DNA 2 FARigEU TRAMLA .
1 MBARNI PG TR, g TLLEH
AEE DNA X35
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BAMEAXRMEBE AR (Polymerase
Reaction ,PCR)

PCR, AR & Bu8ER B, & 20 tH20 80 £ A3
1 Mullis % A 7TR RAZRHIFEE DRI LR
B AR, BT LAZEAI [ N R e R & DN A (B iR
FUXE—ADNABRB T)ETHHEHRE. B
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Hi#E A F & Fh4is. PCR ik DN A (9%,
R DNA 55isanR -k (E) MEIrBEfH=
NEARES B . @i ZA RS R
B3R, &H—%DNA FFIARBE I, HEELL 2
fERIEAIE (0 AR . 5IRIERZ PCR
RINEIREE, AR5 3 KinFIEH ICA DNA R
ARSI PCR ki, BAARR. 8, %
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7€, [l oA DA B A bE ( RNA #9 DNA gafd,
i RELER ATP Bt A TRELE,

B4 1% DNA 751 (Random Amplification of
Polymorphic DNA, RAPD)

RAPD $ A Williams 2T 1990[84EEE ST, H
JREE R FHBEHLA B 10 MBI EREER A
BAS4, 5y 515 DNA PsRBE A —REEE &, X
ERAMREX BRI PCR §3, ¥ LEH
DNA FB@dRKkSEE, 2RILCERE, #
RIERIMT T8RN, RAPD TEEIT&HCH
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P EEREAIRAE, LUF5IH 5HERESIRE.
RAPD fric B AR, WIE. @R, mAR.
HELVEDNA HREREL, BXMGELE—&
Bhal, HXDNA FRsfuifis, §¥8amEne, 1|
REM, RAE, oERNEE, MANERERE
. BrLARAPD &M@ pnif AR Bl E G M
O, HRIC2AFERERH RAPD A THE™ &
R FgEE"", 2000 4, kg EF T4 IE.
SRR 3 X AVEREIEET T T RAPD o047, &
RER MM ELEEEREE, THTHR
PP EE R RE o

MR A (Single Strand Conformation
Polymorphisms , SSCPs)

SSCP Z—Rral AP R eF E B R BER T
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fE OO B i Bk B I AR E , AT BR
ARIED BRI DNA Fett, BF THI
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FIfO™, SSCP i, SH{F, {1REIHAMEIE,
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AFLP #T PCR HARY #EFH DNA BRI
FrBE, CEE A IR P A e ) R SR Al P T ek A A T
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08 Wang Z.Y .25 2004 457 ALFP $A % 6
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YA D2 R T T S L 50,
XTI A AR R F AP B KRR R RE
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7 i P A B T VT 6 5 CART T 2T RO b 2 B HE A ]
B E B HEIE % (Oligonucleotide Ligation Assay,
OLA)
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Bk, —MREFATOERERRL, DNA 56
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“DNAnimal BOS Ident” “SureFood ID—Animal”,
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