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Abstract: Bacterial resistance to antibiotics has become a global problem.The misuse of antibiotics has
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led to a rapid increase in bacterial resistance , especially with the current strict ban on the addition of antibiot-
ics into animal feed, forcing the search for alternatives to antibiotics.Due to their good antibacterial activity,
stability and safety , antimicrobial peptides produced by the immune system of insects are considered to be one
of the most likely alternatives to antibiotics.. Among them , black soldier fly ( Diptera : Stratiomyidae ) , growing
up and reproducing rapidly, has excellent ability to absorb and transform agricultural or kitchen organic gar-
bage , and the produced antimicrobial peptide has stable and broad—spectrum antimicrobial properties.There-
fore, black soldier fly is regarded as one of the most representative insects in the field of insect antimicrobial
peptides. By reviewing the literature in recent years, this paper systematically introduces the preparation and
purification methods of antimicrobial peptides from black soldier fly, the production mechanisms, the inhibi-
tion mechanisms and evaluation methods, and the application, thus providing reference for the development
and utilization of antimicrobial peptides from black soldier fly.

Keywords: insects ; black soldier fly ; antimicrobial peptide ; antibacterial
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Tab.1 Basic information of antimicrobial peptide gene of black soldier fly

el HFFTID HE BT NGRS PG A A
Class Protein ID Molecular weight Instability index Theoretical pl
Attacin—a-like XP_037916366.1 21706.37 28.74 10.65
Attacin—b-like XP_037919996.1 18 884.66 20.84 10.20
Attacin—b-like XP_037919997.1 10 600.36 23.68 6.81
Attacin—b-like XP_037921329.1 19 064.96 20.72 11.30
Defensin-like XP_037913820.1 7760.13 27.93 10.13
Defensin-like XP_037920865.1 6 695.85 22.43 9.81
Defensin—a-like XP_037926361.1 6118.39 2.30 9.45
Defensin—a—like isoform x XP_037918984.1 7 432.63 29.67 11.00
Defensin—a—like isoform x XP_037918985.1 7 500.7 38.04 10.45
Defensin—a—like isoform x XP_037918986.1 7 526.74 33.69 10.88
Defensin—a—like isoform x XP_037918987.1 7 440.65 31.23 10.42
Defensin-like XP_037918988.1 7498.73 32.46 10.42
Defensin-like XP_037918989.1 7 470.67 32.46 10.42
Defensin—a-like XP_037918990.1 7526.74 33.69 10.88
Defensin-like XP_037918991.1 7539.82 35.96 11.00
Defensin—b-like XP_037918992.1 7 470.67 32.46 10.42
Cecropin XP_037918994.1 7497.74 34.40 11.00
Cecropin-like peptide XP_037918995.1 7526.74 33.69 10.88
Cecropin-like peptide XP_037918996.1 7467.71 34.40 11.00
Cecropin-like peptide XP_037918997.1 7493.75 34.49 11.45
Cecropin-like peptide XP_037918998.1 7526.74 33.69 10.88
Cecropin-like peptide XP_037918999.1 7498.73 32.46 10.42
Cecropin-like peptide XP_037919000.1 7526.74 33.69 10.88
Cecropin-like peptide XP_037919001.1 7554.79 35.25 10.88
Cecropin-like peptide XP_037919002.1 7 569.81 37.19 11.45
Cecropin-like peptide XP_037919003.1 7526.74 33.69 10.88
Cecropin-like peptide XP_037920141.1 8102.57 33.81 10.62
Cecropin-like peptide XP_037920142.1 7241.52 16.24 10.55
Cecropin-like peptide XP_037920496.1 7 315.60 21.01 10.55
Cecropin-like peptide XP_037920591.1 7255.55 21.59 10.55
Cecropin-like peptide XP_037920771.1 13300.45 26.79 10.97
Cecropin-like peptide XP_037920876.1 7 846.31 31.93 11.48
Cecropin-like peptide XP_037921144.1 7 368.71 26.06 11.05
Cecropin-like peptide XP_037921712.1 7792.22 36.13 11.48
Cecropin-like peptide XP_037921713.1 7804.23 33.09 11.48
Cecropin-like peptide XP_037921714.1 7 368.71 24.81 11.05
Cecropin-like peptide XP_037921715.1 7 398.73 36.46 11.05
Cecropin-like peptide XP_037921716.1 7 368.71 26.06 11.05
Cecropin-like peptide XP_037921717.1 7 382.73 26.06 11.05
Cecropin-like peptide XP_037921719.1 7 382.73 26.06 11.05
Cecropin-like peptide XP_037915075.1 10 771.38 74.04 6.80
Cecropin XP_037926332.1 10975.51 78.93 5.06
Cecropin-like peptide XP_037915083.1 10914.48 82.19 5.25
Cecropin-like peptide XP_037915091.1 10914.48 82.19 5.25
Cecropin-like peptide XP_037915096.1 10914.48 82.19 5.25
Cecropin-like peptide XP_037915100.1 10914.48 82.19 5.25
Cecropin-like peptide XP_037927036.1 10 963.71 54.58 6.06
Cecropin-like peptide XP_037905135.1 8638.13 53.56 8.57
Cecropin-like peptide XP_037915071.1 10 837.50 81.10 5.85
Cecropin-like peptide XP_037915109.1 10 861.49 73.04 6.26
Cecropin-like peptide XP_037921786.1 10 596.36 38.17 6.87
Cecropin—b XP_037926601.1 10 870.75 53.69 8.09
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Fig.1 Interaction model between antimicrobial peptides and bacterial membrane
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