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diversion hypothesis).
, B (3) (the multifactorial control model).
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7 (stem cell),
(6]

(the shoot apical meristem, SAM)

, o (7
(shoot meristemless)
clvl CLV-3
, 8, ST™ CLVvV , STM
. STM
Homeodomain KN ,
[10,11] . ( ) 1 ,
( : )
2 y 1
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(photoperidism),
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? 20 ’
58 58S , 8 ~10d ,
, 58S (23], ,
58S ,
L 3
(cryptochromes) A, (phytochromes) , B
B. 5 . PHYA PHYB, PHYC, PHYD  PHYE;
: CRY1 CRY2. , PHYA CRY2,
(circadian rhythm),
NP e
PIF3 B , PHYB (PIF3)
20
copl,detl,det2, hyl,hy2,hy4,phyA, phyB, pefl, pef2, pef3, €lf3, elg, fha  |hy 128,
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(1) :
[25]
2 ( 4C, 2~8 ),
[26 ~ 29].
3 , (devernalization), (33t2)C,
5d (8],
(4) : :
(29
cDNA (differential display) ,
cDNA verc 203, verc 17(GenBank/EMBL/DDBJ : AB003130, AB003279 ) vrc49,
vrch4 [30-38 , ,
. , ver 203 ver 17
, . ver203 ver203F
(37
(Jasmonates) , N
(GA)
' (gal-3)
(s8] GA
? L
. Chandler [%9] 4 VRN1, VRN2,
VRN3  VRN4. VRN1  VRN2 3 4 vrn
, (GA;) vrnl , vrnl
, GA, vrnl , VRN1 GA;
[39]
, [40 ~ 42], 5_ (5_
azacytidine) '
5- [ Ronemus 41]
, DNA
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Finnegan [40) (4~8 ) DNA
86%, (MET1) DNA
10% ~ 100%. ,
: : : (MET1)
AG AP3 , AG AP3
DNA
ddml (decreased DNA methylation), DNA , DDM1
DNA , ddmil ,
4. Burn (42l 5 ,
’ 5-
2
( 1 )
: 85 d, (150 d)
( A )1 1
80
, ( 1.

(organ identity genes)!®.
(inflorescence meristems, IMs)
. , LEAFY(LFY), APETALA 1(AP1), AP2,
CALIFLOEWER(CAL), UNASUAL FLORAL ORGANSUFO) (18],

, (floral meristem identity genes)

~

LFY APl ; ,
. 35S.:LFY ,
561 LFY (35S::LFY)
(Populus tremula X tremuloides) 8~10
; 6~7 ;
LFY ;
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1
EMF [43]
TFL [44]
LFY [45]
AP1 MADS domain [46,47]
AG MADS domain [48]
AP2 AP1  LFY [49]
CAL AP1 [50]
FCA RNA-binding domain [51]
LD [52]
FPA, FVA, FY [53]
CLV (8]
co [54]
FHA CRY2 [19]
HY4 CRY1 [55]
FD, FE, FT, FWA, [52]
Gl
LHY, CCA1 [21]
VRN1, VRN2, RN3, [39]
VRN4
LFY , 49 35S::AP1
, “ 7 35S::.LFY
apl , (48 35S::AP1 Ify
(57, , AP1 LFY
, , AP1 LFY , AP1 LFY (58],
LFY , AG (591,
2.1
. EMF1(EMBRYONIC FLOWER 1)
b err]f b b
[43,60] emf
AP1 GUS , AP1 , &1,
, EMF ,
) emf
(co gi) , emf
EMF CO Gl
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EMF (525 emf s,
TFL1(TERMINAL FLOWER 1) 1 ,
, . TFL1
) 35S:TFL1
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[44,63].
TFL1 , TFL1
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DNA
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2.2
29 y ] ’
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( ) [51, 68]
, LD FCA
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C GIn , %% FCA
RNA (RNA-binding domain) (WW protein
interaction domain). FCA (alternative splicing) 4
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, tfll TFL1 FCA . tfl Lfpa,
tfl L/fve . emf fca
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