P ERS: R 2018 & % 48 % 5 10 Hi: 1040 ~ 1045

SCIENTIA SINICA Vitae
Wk i

ChERE ) Atk
SCIENCE CHINAPRESS

lifecn.scichina.com
CrossMark

& click for updates

BRI B s 38 AR R ERI5E ) 55 M0 Iz ol 926 3R

R

rh [ R 2R e B AN EE B, I 20 LB R O, dEET 100037
* & N, E-mail: gudongfeng@vip.sina.com

WekE F93: 2018-05-06; 252 H #]: 2018-05-20; M8 fi & % H A 2018-10-09

WE ChERRELRATHEMRREAEFMIEM, TORF. MFEFFFEACLERFEREEKE A
BB 2 25 E, CERFANA L, XREMAERRXERH. BRI EFAFAACELERT O
MR R E A g Rk R AR AR, WS HFAREES. MEETR MM EERT £4. B K
. AAENFI AR ERR, ART R OnERFAAENERAREE, QRT & T EHARQLERRFR
Boif A L4, ERSE BN LR RS, &EE A SRR ER B R &A% 30k 5 BT R 8 B ALA.

B 514
BTt

KA

O L7 950975 A A BR AR T2 AN 95 B 4HL 1) 1 EL905 [A]
A= BR¥IF £14H (global burden disease, GBD) ¢ #T £k &
N, 20165F A ERL M PIRIET I8 1764. 775 N, TR
IS P I I 28 45 2 93 A6 T2 N E093 3l 98 92.7 73 N AN
354.25 N 6 095 ARG 25 37 31 4 BRER A7FE6 K]
PRI AL, HERERERIETWEEER, kB
KAt 5 AdH. B4R 80 I B FRAT 20 E
3, B L I TR 5 AR RN ERE IR, TR R
LA 3 5903 IR VP A A T, 2 i 5 o L 2
BT ARG . FE AT PR B AR, AR E S
VS ] R AL 2 9 R UREA T BIOIR S g A . B G
IR, 7E St e R [ e IR S T R IR E
Lo LA T 1977 45 T T ) PR A AL A

“HBRP+RES YRR QTR S AR R, A B A0 B BRI, (R E AR AT

N ME SRR, BEE, R EE, KGR, B

U ek Co R 2 v 2 0 LA 005 91 4% TG i
AYE R Pk

L1 SeoCodp R 2R v 5 BRI 2 BR B £ 4
TEAERFEIR M R, O I8 92 05 2 A 2 B 18
WRACTD R AL RO MRS, 20164F23KIE T 560
T (JRFR R AL ) AN FCN948.1 77, Hh20065F 1
K 19%; fn 2 FET:552.8 77, HE20064F 1 K:5.1%. #5 LA
1H%% I #E4 fy 4F (disability-adjusted life years, DALY)
FORPIR T, TG0 M20064E 201 64E 45 & A 51 4
BRI AR I R R, 7E20164E 1 5 1.75/ZDALYs;
0 2 1 N 20064E 1K 5 4407 T TH 120165 155247, 18 &
1.16/ZDALYs™. ] i, Tois MFET I 500 1 48

Vitae, 2018, 48: 1040-1045, doi: 10.1360/N052018-00194

IR BUR K. SO AP : 38 A% AN (S e Bz skems. mh RS AR B2, 2018, 48: 1040-1045

Gu D F. Major cardiovascular diseases: impacts of genetic and environmental factors and prospective for prevention and control (in Chinese). Sci Sin

©2018 (HEMZFE) FisHt

www.scichina.com


https://doi.org/10.1360/N052018-00194
http://www.scichina.com
http://lifecn.scichina.com
http://crossmark.crossref.org/dialog/?doi=10.1360/N052018-00194&amp;domain=pdf&amp;date_stamp=2018-10-08

I ERE: AaRE 20184 48 % 10

VA, g0 ARG 4% r g 4 TR0 ML /B 9 917 4% o T
1 H LB

1.2 HRO M R 1 3 A A 7 AR ALt 3

684 9 R i 27 2 e P G B e TR R e 2
M5, FRIE20134E B0 A B A8 12372.4 15,
20164 FRE O MM P AE T2 1 I $0397.5 77, Horh A
CIRBETI172.3 0, BIIGASFRFET179.0 /51, Lo
I3 51407800 I DALY . [H i, 19804 42201543 [E.0» i
BB BN IRV B 9% R BT, 20154E 3R [
Ko i I/ 63 HH B N IR =118 1887.72 75, 4o Ifi
B B DAL o R A A8 R 32, U sl . fi
PRI . KGR R, 201 54E 2th O U BE EAE
Bt e 2 F R153.4012. 70, BB BE I BT B 2 9 N
5242642555, AT, TSR A A TR RO I A
P P AR P L I LB T R I R, AR R R AT
KERPIFSET R, BOvE R E E AR 4
SRR EERIR .

2 SUWEROIE PR R R
2.1 BARHEER R e R

g o 75 AR i 2 P 2 K LB 97 B 3 1 B A T
FARSZ 1AL R Z RIS R SR AL RIS . S EE kA
S DR AL AN A S5 7 AL S IRAIT 98 LA B ik DR L0 e S s
RGURHT T 2E R P AR A8 70 e O A R A2 I
JiG S R v L P A PR SR, AT R P R R 2L R
W, R HE R IT AL B 10 B e JE i,

(1) v I s A I 7 8 S8 R 2R ) IBEAR R A 3. L B
LA L B AL 22 E 4L, B45GlobalBPgen.
CHARGEFIICBP%5 32 520 73 N\ 3 [ 41 £ i 72 457 1729
AN LR AR % ) 5 I EE DL AT E A AE 8 73 v [ A BT
Je 1Ay e M s 26 R 2L 2t 05 A7 1 174> S BN i s A%
S 2 JRIE R, HL b3 [ R b AR T RO I
X $(CACNAID. CYP2IA2FIMEDI3L), ¥ K E%5 5
T3 TE M € ZK PASOREE LA K 51 R P4 1 il 45 = 2L
AR B AL DR T U 0 I B KRS ol e N T
T JRE B — R B A 8 Py A A 2 PR AL e AT ke
T 4004 MR AEAE 51,3 I TR AL 2
1075 N H 3P0 D o A6 o s A 3913 A 5 7 oz
T 75 M S I X, S e AL S R T I

JE B REAE S, A1) B O R AR S HLRI S0t T .
EAS VB I 2 X Rt AL A8 e 4 R 2 B WA e (20
DL JE RIAR K F1%),  HREAFRRE I T 28 5 113 % /0
. —EeRPR R, MBS AN A
MR R E— B, A TIHRARER.

b a1 [sY B el £ P b ES N D B v = T 7 N
H(GLGC) F-MHLE 1873 N\ FF F& ifi g & (R 40 7 W 7 i
i T 157/ Bl M, Bl ST 30 75 (R 2E AR
A0 I FE R BT 51 8 I I g A AR S (LR35 A
e T, S EIR, AN A R RREE 507
NFEFFJE 1 R RS s o e AL A S5 i R e o 22k IR 2 =
FEl S S0/ IR (X IR (2641 38 164 7 15 g
K E ARG, AR [ PR b O EHRE Y 1257 ) i A
Gy IEFE R AN AN RN R e Th e 57, HEoR
7 AT ZH AR AR 2 DL A S S L ) < R e R S
A I AR ORI T B0 hae LR o0 se 71, At —0
RN BT S B 1 H AR R AT Re 47 A3 DA S &
RE 2GR A o — BUEL 4G 95000 A 1) 22 [K 4H 244 5%
JE R H e D R IR R R 4B B OUR I T 121
AN B I AR S A A i 1)

(2) s Lo R AR H I AR AR, TR e O
WAL ARG | R ARIAEL3.3 5 EA
FER T BRI RRAIE T, BEAT 1 5l Codis 2R R A 22 A
FEAES. TR AT A X GE, AL T 8K E A
T e O USR8 4% 5 SR IX 35K, Horh GUCY1A43, ATP2BI,
WDR35ABTNL2F: K2 [F b b a6 B e o
PMEEL P (CARDIOGRAMplusC4D  Consortium)Zs £ Tl
TR FE DR ZH A 78 H i S 3108 T 16034 7600 2 Ik
PR, IRELAT SR ZHONE WA S, AR b ] DUREZ)
10%[ P68 Codiig AU, X LEFL RS R BRI &AL B =
P MAE. SO0, AN EE A — AL RIS 5 R,
T KIS 5 R PR S % i A 20,

AEXS O, H T AR R A 1 S TR R A X
b X PR RUR R ALRIAR X R A E 8. fal
TES50 7 15 e N FE (1) 32 (R 2H 22 78 v 5 e H 324 Mg 2
oh Gy L [R], t1 CASZIMEDNRASE , ¥ J 3] 1L 3
o U A A0 5 ik o e 2 3 2,

(3) FE PR A B 5T AE O IS S B 45 R A AL N .
TR o I 97 5 TR IR S e b 2 9 3 ) 384 01 AL 1
FRBLZGPHE 2 B 7 B AL, nFRATE KE AL
MR 2 BRI GUCY1A3, B bre e 3t — 0w i

1041



JEAR R: B Ko ML RN - 38 AN 85 (R SR L s 42 S s

B Lo R A R KB AR LR Y, — LI R B8R A
2R R T AR 25N TSR G TT, WPCSK9,
ANPTL4, ANGPTL3, GUCYIA3RINPCIL1%™),

AR RN — P& AE R R 2R, TN T
FUHN & faAMA, 2R imfe T BCR IR I 0B A2 v 7
BT, 5T PR O s A mEE . RE
A5 1A% UG AR N TR B, 253 4% IXURG e v I AN FFER
YT IETT J5 7600998 R I3 R PR XU AT A 2 Y, i
H A G 7 AR Rt i 22, ] PRI S0% 1 A 78 X
G SRR KUK 2 W] T B AR (48 5. A
TR ZH AE RS H [ A N H A PP A T v A I
55 5 ISR DR GO M A5 598 R0 (R IR AL, $am gt
T IR DR 22 LA 076 9 O 7 T 8] 721,

B, O I PR AR R AR RS R AT R 2 4K
B IRNFE S FURS HE BT A A RS VA BE 5 T 2
fitt, [RIEFHRHES] T8 A% 73T AL R AT KO8T I 24 4
RUR I, AN I8 A USRS I8 R & 8 FH
K e NBERTRBIRNBE G, A B BRI R A T
A A

22 BERE KRR

(1) FBAET AR &, O M R e R
&, BT AR RS, B RS R E S
SRR, Wi EE O AINEEAE . WH. A
H RS, 4 A ERARAL Yt 18 1 5 - 6 IR 2R P Bk
HI(NCD-RisC) 45 R B, IRECAS @S EE, Movae
BRAEEN M 8% 2 1 B 5K, 4244 1484 (Body mass index,
BMI) > 30 kg/m’iF, T EHERENRE N 19754E 11524077 |
TH320144E 1118960 /3 (55432077, 1c464077), ki@t
37/ [N, SRR R AR bR R,
K E20~69% & [ & R EL U 18.7%, AR
BN, AR IRE A R R B R e,

AN, FRIE K HIBA Bt 15 B 2% B, O ML 0 AT
ToAEMIRAR ST T A R 3158 =) AR (201570 [ g,
N AR LY , 2015FEFE155 &L R3S 16
fCN, 2545 AR, RERAWIHE R, FFESHL
10073 [® AFET-P

AR ERON, I T I T R A B M L
REERRETRE. 20114EREEDAH160/7 0 I0E
FHE T E ALY, RE18% UL R R FH
N EN10.55, R E20024E [1)12.0 7 A FT B,

1042

(B i T 3R fr SR PR N B (< 670/ K)PY

Bz, B ARG R R AE RS
ST ERFEE, TUOEdEEHE. ARE
WL Ry A TR AR, O R
TR 428 110 B LAY

(2) FEAEF AR K. & I &3 e i
PIpE R IR AIFET KRG I fe = B fE G IR &R, R EITE1959
FER20174E, CAMALUT U KIIR 1) 4 [ 15 if %
FEUR A, ik B R NSOFERMS. 1% LT3
23.2%>7, A B TR R LR AR L TR, 4%
HIR A B, (ETREG . 20 I AT R AR T
ANFEERO. JE [ A A T, R I R 1
FREKIA R, 201243 E 185 LA I & R b ifi g 7 i
I3 N40.4%, b E [ B URE (Total  cholester-
0l>240 mg/dl)EIF E24.9%" . IR E R 5
1 [ DR 25 WA M ECR R s, 18 LA b e A KE PR3 85 %
10.9%, fti i FRE 26 1. KSR B3, B IR AT A
NEE3.8842.54,

(3) 2 s G DR 25 560 0 ML A7 R L [R) 2. 20104
EE OISR T 7 AR I R R bR, BG4
Tife B AT PG bR (A BRI . 38 P AR AR F13E 3
ANV ) AN 3 T A B AR AL FR AR CRE AR L JE ]
R MAE KT, A BAGE & b B s, &
* (hEEREEERE2016) P BIF T EEE A E
e SRR 4y, $RH TSGR E OB 7500
e e, FIFEIRIE 107738 2 J& R IF R K
JTRTHE PEBAZI T A, BAA T IX 7000 LA R R
o ot 8 1 o 01 75799 R0 FAD S M) R 7 000 L f
FREFE A R 087 ) e 4 A 62, 1% P9 Lo i L 557975
W, TIEAR, REFERAR M K (<120/80 mmHg) K
O I A R 3R 8 e K, AT DA TR 4R R AR N B
44.1% oG AT T T AT T 0 A R
BT IA R R I BB S, RSS2
BT SR ) B NEEIES.

2.3 GO R XU DAL

TEO MR BT IR TAETR, MREERN A2
Pl fa R 2, T ZE LA PRSI O i 3
P Ip3 AR IR DA, AR AN [) IR 55 4 R U %o 1k
MBI, B2 Sk v BN 20 ko R A A 0 i
B9 (ASC VD) 104E XS TIUMI A #2(China-PAR), 4



I ERE: AaRE 20184 48 % 10

TAEGREMILTT . 32 M X 0 E R
PAFIBE V5 B, SREARE12.7 5 N, SKBEvsiEid23
£, JFR T China-PARFER!, ZBIRER TUINFERE . UK
Gk S EE B R A, B IR
. W2, BRSO TNEBmrE, g T7TER
LA 1 i AL IR TR 2R, 88 H FHE R AUE T AN [
KU R 5 5 2 A S TR R ) B, Chi-
na-PARAE L Xt o 5] N HE 105 ASCVD &I XU F Ft il
FEIOHERR, SN ELO I R B SR AL T ST T
i TH. 7EHEERE E, 20 I RO A i 24 A2 X
B (lifetime) TRIIAR Y, X T-4E 8 7E602 DL B 104 X
545 SR (RS ERYANE 5 330 VAT = YUk 2 S o g o R B [ D 1 R/
ASCVD 104 K9 XU AN A ARG AR TR JF & 550 3
e BA TR B 3 R0 B RS PEA B R R
Sy, AR I A VR B 4G E S

CEA 0% RN IR 85 IR 2R 3R AT O 1L A 2 0 XU VP A
BN RAGHE R 2 K R B BN M2 —. AHPA
BT 3 28 BB A Ty 0] ] v I P AR o i 1L 5 97
RIP R PR TR AR Y, 2 . FH - 0o B SR T, iy
T LT R HAMELBT IR IR At T B A 25 T AP,
AH T 70 RS s B FH T A a8t A A s

3 FRIEE R LA P 2 X SR
O MBI R AERAT 45 Ha, AH,

S5 3k

TN ISR R E VI, BEE TR E R T AR
R R, WRI 2 N M fa i R &R AT
TS A B Rz, BI20304E 3 [E frCo i 5 I f
PR RREEI N, < = H DOk E 58 3h 22 300 i 1
B LAl IERAPT T, BREALEGEE, Wk
HELRH. OISR MR RN A T4k
YesE 7O MR PR AT S KRR B B+
JURDISK, i /e B 2o E K igns, E 5 a
JTENR B B B vt e K BRI (20172025
)y U BRI B T 2E20204F . 2025 AR B, dR
[ LB R AE T 3 N ey g I I BB A B B T
L—RYOMEFERE AR, NEThL. 2R
b N RMERE, fREA T M. i, ESBEH A TR
LI+ PR T (R R SR IR, K R R E . T
TGRS B R R, RO A
AL X B i A EACF ISR T, B T 583 MR SEBUR
Sk RIBBHETEARS, DA ETHA.
IRERT] AR, GRS S, TEKS
1780, FLlR R R AR P AR TR AR

R I RS Ay e 97 R A (5 PR PR R A
B4 R T A AR A MOHLE, e B8 38 3 O i g
TR BUR AN R, HEShEE T8 AR R & A 0o i
BRSPS, KA T 2 R AT S TN
R0 B B 12 sz e rh, BT N O I 5 (e B
IR, AR e i 1 ] 5 s (1 SR

1

GBD 2016 Causes of Death Collaborators. Global, regional, and national age-sex specific mortality for 264 causes of death, 1980-2016: a
systematic analysis for the Global Burden of Disease Study 2016. Lancet, 2017, 390: 1151-1210

GBD 2016 DALYs and HALE Collaborators. Global, regional, and national disability-adjusted life-years (DALY's) for 333 diseases and injuries
and healthy life expectancy (HALE) for 195 countries and territories, 1990-2016: a systematic analysis for the Global Burden of Disease Study
2016. Lancet, 2017, 390: 1260—1344

Zhou M, Wang H, Zhu J, et al. Cause-specific mortality for 240 causes in China during 1990-2013: a systematic subnational analysis for the
Global Burden of Disease Study 2013. Lancet, 2016, 387: 251-272

Institute for Health Metrics and Evaluation. 2018. GBD Compare. https://vizhub.healthdata.org/gbd-compare/, [2018-05-03]

5o LR T L LA AR 52017, ABE: o B ORI R4 AR AL, 2017, 187-187

Ehret G B, Munroe P B, Rice K M, et al. Genetic variants in novel pathways influence blood pressure and cardiovascular disease risk. Nature,
2011, 478: 103-109

Lu X, Wang L, Lin X, et al. Genome-wide association study in Chinese identifies novel loci for blood pressure and hypertension. Human Mol
Genets, 2015, 24: 865-874

Ehret G B, Ferreira T, Chasman D I, et al. The genetics of blood pressure regulation and its target organs from association studies in 342,415

1043


https://vizhub.healthdata.org/gbd-compare/
https://doi.org/10.1038/nature10405
https://doi.org/10.1093/hmg/ddu478
https://doi.org/10.1093/hmg/ddu478

JEAR R: B Ko ML RN - 38 AN 85 (R SR L s 42 S s

10

12

13

14
15

16

19

20

21

22

23

24

25
26

27

28

29

30

31

32

33
34

individuals. Nat Genet, 2016, 48: 1171-1184

Liu C, Kraja AT, Smith J A, et al. Meta-analysis identifies common and rare variants influencing blood pressure and overlapping with metabolic
trait loci. Nat Genet, 2016, 48: 1162—1170

Surendran P, Drenos F, Young R, et al. Trans-ancestry meta-analyses identify rare and common variants associated with blood pressure and
hypertension. Nat Genet, 2016, 48: 1151-1161

Warren H R, Evangelou E, Cabrera C P, et al. Genome-wide association analysis identifies novel blood pressure loci and offers biological insights
into cardiovascular risk. Nat Genet, 2017, 49: 403415

Hoffmann T J, Ehret G B, Nandakumar P, et al. Genome-wide association analyses using electronic health records identify new loci influencing
blood pressure variation. Nat Genet, 2017, 49: 54-64

Teslovich T M, Musunuru K, Smith AV, et al. Biological, clinical and population relevance of 95 loci for blood lipids. Nature, 2010, 466: 707—
713

Liu D J, Peloso G M, Yu H, et al. Exome-wide association study of plasma lipids in >300,000 individuals. Nat Genet, 2017, 49: 1758-1766
Lu X, Peloso G M, Liu D J, et al. Exome chip meta-analysis identifies novel loci and East Asian—specific coding variants that contribute to lipid
levels and coronary artery disease. Nat Genet, 2017, 49: 1722-1730

Hoffmann T J, Theusch E, Haldar T, et al. A large electronic-health-record-based genome-wide study of serum lipids. Nat Genet, 2018, 50: 401—
413

Lu X, Wang L, Chen S, et al. Genome-wide association study in Han Chinese identifies four new susceptibility loci for coronary artery disease.
Nat Genet, 2012, 44: 890-894

Nikpay M, Goel A, Won H H, et al. A comprehensive 1000 Genomes—based genome-wide association meta-analysis of coronary artery disease.
Nat Genet, 2015, 47: 1121-1130

Deloukas P, Kanoni S, Willenborg C, et al. Large-scale association analysis identifies new risk loci for coronary artery disease. Nat Genet, 2013,
45:25-33

Nelson C P, Goel A, Butterworth A S, et al. Association analyses based on false discovery rate implicate new loci for coronary artery disease. Nat
Genet, 2017, 49: 1385-1391

Malik R, Chauhan G, Traylor M, et al. Multiancestry genome-wide association study of 520,000 subjects identifies 32 loci associated with stroke
and stroke subtypes. Nat Genet, 2018, 50: 524-537

Erdmann J, Stark K, Esslinger U B, et al. Dysfunctional nitric oxide signalling increases risk of myocardial infarction. Nature, 2013, 504: 432—
436

Erdmann J, Kessler T, Munoz Venegas L, et al. A decade of genome-wide association studies for coronary artery disease: The challenges ahead.
Cardiovascular Res, 2018, 385

Mega J L, Stitziel N O, Smith J G, et al. Genetic risk, coronary heart disease events, and the clinical benefit of statin therapy: an analysis of
primary and secondary prevention trials. Lancet, 2015, 385: 2264-2271

Khera AV, Emdin C A, Drake I, et al. Genetic risk, adherence to a healthy lifestyle, and coronary disease. N Engl J Med, 2016, 375: 2349-2358
Lu X, Huang J, Wang L, et al. Genetic predisposition to higher blood pressure increases risk of incident hypertension and cardiovascular diseases
in Chinese. Hypertension, 2015, 66: 786792

NCD Risk Factor Collaboration (NCD-RisC). Trends in adult body-mass index in 200 countries from 1975 to 2014: a pooled analysis of 1698
population-based measurement studies with 19.2 million participants. Lancet, 2016, 387: 1377—1396

X DA AR pom Ml R, b s RE TR SRR RIR MR & (20154F). Jbat: AR EAEHMAE, 2015. 55-61

Gu D, Kelly T N, Wu X, et al. Mortality attributable to smoking in China. N Engl J Med, 2009, 360: 150-159

rp LB T 42 ) 0. 2015, A BRI FL I AR 7 (20154F). www.tere.org.cn/UploadFiles/2016-03/318/201603231215175500.pdf,
[2018-05-03]

Li Y, Wang D D, Ley S H, et al. Potential impact of time trend of life-style factors on cardiovascular disease burden in China. J Am College
Cardiology, 2016, 68: 818-833

Wang Z, Chen Z, Zhang L, et al. Status of hypertension in China. Circulation, 2018, 137: 2344-2356

Wu X, Duan X, Gu D, et al. Prevalence of hypertension and its trends in Chinese populations. Int J Cardiology, 1995, 52: 39-44

Wang L, Gao P, Zhang M, et al. Prevalence and ethnic pattern of diabetes and prediabetes in China in 2013. JAMA, 2017, 317: 2515-2523

1044


https://doi.org/10.1038/ng.3667
https://doi.org/10.1038/ng.3660
https://doi.org/10.1038/ng.3654
https://doi.org/10.1038/ng.3768
https://doi.org/10.1038/ng.3715
https://doi.org/10.1038/nature09270
https://doi.org/10.1038/ng.3977
https://doi.org/10.1038/ng.3978
https://doi.org/10.1038/s41588-018-0064-5
https://doi.org/10.1038/ng.2337
https://doi.org/10.1038/ng.3396
https://doi.org/10.1038/ng.2480
https://doi.org/10.1038/ng.3913
https://doi.org/10.1038/ng.3913
https://doi.org/10.1038/s41588-018-0058-3
https://doi.org/10.1038/nature12722
https://doi.org/10.1093/cvr/cvy084
https://doi.org/10.1016/S0140-6736(14)61730-X
https://doi.org/10.1056/NEJMoa1605086
https://doi.org/10.1161/HYPERTENSIONAHA.115.05961
https://doi.org/10.1056/NEJMsa0802902
http://www.tcrc.org.cn/UploadFiles/2016-03/318/201603231215175500.pdf
https://doi.org/10.1016/j.jacc.2016.06.011
https://doi.org/10.1016/j.jacc.2016.06.011
https://doi.org/10.1161/CIRCULATIONAHA.117.032380
https://doi.org/10.1016/0167-5273(95)02443-Z

I ERE: AaRE 20184 48 % 10

35 Lloyd-Jones D M, Hong Y, Labarthe D, et al. Defining and setting national goals for cardiovascular health promotion and disease reduction: the
American Heart Association’s strategic Impact Goal through 2020 and beyond. Circulation, 2010, 121: 586—613

36 PEEFRES. PEERETER2016. b AR PSR, 2016

37 Han C, LiuF, Yang X, et al. Ideal cardiovascular health and incidence of atherosclerotic cardiovascular disease among Chinese adults: the China-
PAR project. Sci China Life Sci, 2018, 61: 504-514

38 Yang X, LiJ, Hu D, et al. Predicting the 10-Year Risks of Atherosclerotic Cardiovascular Disease in Chinese Population. Circulation, 2016, 134:
1430-1440

39 Yang X L, ChenJ C, LiJ X, et al. Risk stratification of atherosclerotic cardiovascular disease in Chinese adults. Chronic Dis Translational Med,
2016, 2: 102-109

40 EHEBEIMAT. 2017, HEBEIMA T T BV E B 6 18 M A HRI(2017—20254F) (¥ %11, http:/www.gov.cn/zhengee/content/2017-
02/14/content_5167886.htm, [2018-05-03]

Major cardiovascular diseases: impacts of genetic and environmental
factors and prospective for prevention and control

GU DongFeng

Fuwai Hospital, National Center for Cardiovascular Diseases, Chinese Academy of Medical Science and Peking Union Medical College,
Beijing 100037, China

Cardiovascular disease (CVD) has been the leading cause of death and burden of diseases globally. In China, coronary artery disease
and stroke have caused tremendous socioeconomic and disease burdens. The cardiovascular disease is influenced by both genetic and
environmental factors. The genetic factors influencing cardiovascular disease, blood pressure and lipids have been identified by
international and Chinese genomic studies, which provided foundation for the integration of multi-omics data, precision medicine as
well as personalized prevention and treatment of CVD. In addition, based on large-scale cohorts and intervention studies, the major
cardiovascular risk factors were also identified in China and worldwide. Furthermore, the 10-year and lifetime risk prediction models
for atherosclerotic cardiovascular disease have been developed using our cohort data, which was more appropriate to Chinese
populations. Following the implementation of the Strategy for Healthy China 2030, we will embrace unprecedented opportunities for
CVD prevention and control. The supports from the government, the development of mobile health, and innovations from academic
studies will facilitate our work on CVD prevention and treatment, and will be helpful to improve health among Chinese population.

cardiovascular disease, genetics, risk factors, risk prediction, prevention and control strategies
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