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Archaeological and genetic evidence suggests that anatomically modern humans migrated out of Africa about 50000-100000 years ago
and then spread to the rest of world. During this period, they encountered multiple environmental challenges. Progress in the study of
human population genetics, along with environmental and phenotypic information, has allowed the identification of many excellent
examples of human environmental adaptation. The aim of this review is to provide a brief overview of the advances made by human
environmental adaptation studies, especially in relation to climate change, pathogens, and food sources, as well as to outline future
research directions.
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