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(1) pITA/MS2-1, pITA/MS2-2, pITA/IRE-MS2, pAD-IRP
L-40 coat [MATa ura3-52, leu2-3112, his3D200, trplD1:TRP1, ade2, LYS2:: (lexAop)-His3,
ura3::(lexAop)-LacZ]  Wisconsin Wickens (3], cDNA

Y2HL-C1, Y2HL-C2, Y2HL-C3*¥  Wisconsin James . Yeast nitrogen
base Difco. 3- -1, 2, 4- (3-AT) Sigma. 5- Gibco/BRL.

) . (i) RNA 5 -AGACCCGGGAAGAAGAAA-
CGTCTATG-3' , 5" -AATCCCGGGACTTCGAAACCGGCCCGC-3' , pSP64/0.28
PCR 82 bp NFIL6 3 UTR D1 , Smal pIIA/MS2-2  Smal

: plIIA/D1-MS2. (ii)  RNA © LiAc/PEG™ pIA/D1-MS2

L-40 coat , SD-Ura(SD: synthetic, minimal medium, )2l

, 200 ny ( cDNA )

RNA L-40 coat ( 2% 108 ),  SD-Leu, His/3AT(5
mmol/L) His" , RNA . 30C 1 ,

SD-Leu, His . (iii) 5 © SD-Leu, His/3AT his*

SD-Leu, His SD-Leu, His/3AT/5FOA(0.1%) . 30

C 2~3 d. (iv) RNA : SD-Leu, His/3AT his* SD-Leu
, 30C 2~3 d, SD-Leu/5FOA . 30C 2~3d
RNA  .(V)b- [13]

5- RNA
( , iron response element, IRE and iron regulatory protein,
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, RNA } O 9% 9o & ¢ o &
| RNA | i bt
RNA , IRE+IRP | ERESS IRE+IRP | BB
2 5FOA
SD-Leu, His/3AT/5FOA (@) RNA RNA
( 2(b), RNA  SD-Leu, His/3AT ; (b) 5FOA RNA
5-
' RNA 5-
5- RNA , NF-IL6
3’ UTR RNA cDNA , his* SD-Leu,
His/3AT  ( ), SD-Leu, Hi/3AT/5FOA  (5- ) SD-Leu,
His/3AT  ( b- ) ,2~3d 3 . RNA
: SD-Leu, His/3AT ; SD-Leu, His/3AT/5FOA
: b- ,
( 14) 3 ( ) RNA , RNA
14 his , RNA his
) RNA
Y 2HL , NF-IL6 3" UTR RNA , RNA
, 5- , 7 , RNA )
5 RNA , 5-
RNA 70% 5
1
1 3
5FOA 5FOA
500 800 500 800 500 800
1 7 36 73 500 800
RNA 1 5 1 5 1 5
100% 71% 2.7% 6.8% 0.2% 0.6%
= cDNA = Y2HL * 5.
5- RNA
1 , 5- )
cDNA , , 36
, 36 1 RNA ,
5- , ADE2 RNA
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pl1/MS2 RNA , hiss (500 )
(>99%) RNA
5 : '
RNA
NF-IL6 3’ UTR ,
ADE2 RNA RNA , , RNA
Ura , Leu His , SD-
Leu/His/3AT , b- FOA ,
RNA RNA RNA
“863” ( : 863-102-11-03-04) . Wisconsin Wickens
, Wickens Zhang Beilin ;
Wisconsin P. James Y2HL
cDNA
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