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Method | Method I1
1HE8 Phosphoinsitide kinase from human All A18 A146 N116 K16 S17Y32
D119 D30 G13 G15 G60
L120 K16 K117 K647
F28 P34 S145 S17 T35
Y32
1AVS Protein Kinase C inhibitor from human H51 H112 H114 H112 N99 H112
S107 H114 S107
1BO5 Complex of Glycerol kinase from E. Coli R236 G234 T235 R236
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1CRK Mitochondrial crestine kinase from Uncharted R125 R127 R125 R127 R287
chicken R315 R336
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mold
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