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3 RNA. [5] .
(4) mRNA . MRNA Pharmacia mRNA Punfication Kit
(5) . Clontech PCR-Select™ cDNA Subtractive Kit )
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1 31 cDNA
rARF1 1 (AF140228)
rHD-Zip HD-Zip  (AF139210)
rFKBP (AF140495)
rP450 P450  (AF140486)
rORCP (AF140487)
rCECAP ca* ATP (AF140499)
rCPCT (AF140496)
kiaa0078 (AF140489)
(AF140494)
a-1
(AF140230)
rhpol~rhp18? EST (1~18)
a) EST GenBank : rhpOL(AF140490), rhpO5(AF139211), rhpO9(AF140497), rhpll(AF140485), rhpi2

(AF140498), rhp13(AF140491), rhp14(AF140500), rhpl5 (AF140493), rhpl6 (AF140492)
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