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Fig.4 The growth status of tomato of control group and treatment group
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Effect of Bacillus cereus on Virulence of Ralstonia solanacearum
for Tomato Bacterial Wilt

LI Bo-qging',ZHU Yujing>, ZHANG Sarqun"” ,ZHOU Hantao" , LIU Bo’
(1.School of Life Sciences, Xiamen University, Xiamen 361005, China;
2. Biotech. Center, Fujian A cademy of Agricultural Sciences, Fuzhou 350002, China)

Abstract: Ralstonia solanacearum is divided into two strains from its patho genicity, one is virulent strain which can induce plants
disease, and the other is avirulent strain which can not. After cocultivated with Bacillus cereus, the virulent strain of Ralstonia so-
lanacearum was attenuated and showed the characters of weak pathogenicity strain on the TTC medium. It is improved that the
strains before and after cocultivated with Bacillus cereus are Ralstonia solanacearum ,not other pollutional bacteria, by sequencing the
16S rDNA. T he results showd that the original Ral stonia solanacearum could induce bacterial wilt when inoculated to tomato and the

attenuate strain can not.
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