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Tab.1 Primers used and polymorphism of RAPD marker
! %

$461 GT AGCACTCC 9 3 33.3

$462 TCGGCACGCA 4 1 25

S463 CTGAT ACGCC 5 3 60

$465 CCCCGGTAAC 13 8 61.5

466 GTGGGCTGAC 5 4 80

$467 GT CCATGCCA 11 7 63. 6

$468 ACAT CGCCCA 12 2 16. 7

$469 GT GGTCCGCA 7 5 71. 4

470 TCCCGCCT AC 8 6 75

471 AACGCGTCGG 11 8 72.7

474 CCAGCCGAAC 7 2 28.6

475 CCAAGCTGCC 7 0 0

476 TGACCCGCCT 4 0 0

480 GACCCT AGTC 11 9 81. 82

S501 TGCGGGTCCT 10 4 40

S503 ACACAGAGGG 8 2 25

S504 CCCGTAGCAC 8 3 37.5

S505 GACCTAGTGG 5 3 60

S506 GT CT ACGGCA 4 3 75

S507 ACTGGCCTGA 10 5 50

S508 CCCGTTGCCT 6 4 66.7

S509 TGAGCACGAG 8 2 25

S510 CCATTCCCCA 8 3 37.5

S511 GT AGCCGTCT 6 2 33.3

S513 GGACGACAAG 8 2 25

S514 CAGGATTCCC 5 2 40

S515 GGACAACGAG 5 1 20

S516 CTCTGCGCGT 4 0 0

S517 CCGTACGTAG 13 10 76.9

S519 CCTCCTCATC 3 1 33.3

S520 ACGGCAAGGA 10 1 10

235 106 45. 11
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Tab.2 Primers used and polymorphism of ISSR marker

! %
ISSR4 CCA(GTG),4 9 3 33.3
ISSR7 CCC(GT), 6 6 100
ISSR8 GCG(AC)6A 8 7 87.5
ISSR13 C(CA)s 9 4 4.4
ISSR14 (CT)sA 11 6 54.5
ISSR16 (CT)sT 9 4 4.4
ISSR17 (CT)sGC 2 2 100
ISSR18 (CT)sAG 8 6 75
ISSR19 (CT)sGA 9 7 77.8
ISSR20 (TG)-AC 8 6 75
ISSR23 (TC),GTG 10 6 60
ISSR27 (GA)7AG 6 100
ISSR29 (GA),CA 1 25
ISSR34 (GA),TA 4 80
ISSR47 (GT),CGC 11 8 72.7
ISSR48 (AQ),GGG 4 0 0

119 76 63.87

514 S180

1 $480  S517 RAPD
M: DL2000
Fig.1 RAPD patterns of wild stock of Hapalogenys mucronatus by S480 and S517
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Fig.2 SSR patterns of wild stock of H apalogenys mucronatus by ISSR 23 and ISSR 23
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Tab. 3 Genetic diversity of H apalogenys mucronatus based on RAPD and ISSR data

P/ % S Shannon 1
RAPD 45.11 0.0938 0. 9062 0.2430
ISSR 63.87 0.1315 0. 8685 0.3489

© 1994-2010 China Academic Journal Electronic Publishing House. All rights reserved.

http://www.cnki.net



¢« 0D o

) 2008

[1]

4

Tab.4 Comparison of the genetic diversity of H ap alogenys mucronatus with others fishes

RAPD  Shannon s ISSR Shannon s
Gymnocyp risprzew alskii 0.4861/1
Rachycentron canadum 0. 4498 "%
Eup leurogrammus muticus 0.2565 "
Lateol abrax j ap onicu: 0.2479 ¥
0.2431/4
Tanichthys albonubes 0.23"
Neophocaena phocaenoides: 0.22231/
0.2059"
Coilia ectenes: 0.2044/ 0. 1366 "/
2 0.1863 " 0.119¢ "
0.2238 M 0.115¢
H ap alog enys nitens 0.2127'% 0.2719' %
Mylopharyngodon piceus: 0.2057 %1
0. 1483 "
0.1821"
Trichiurus lep turus 0. 15755
Branchiostoma balcheri 0.1519% 0.06~ 0.51/2
Paralichthys lethostigma 0. 11200% 0. 1432/
Pseudosciaena polyactis 0.69% 0.1888 %/
Pelteobagrus f ulvidraco: A 0.0918™
B 0. 0670/ %/
H ypophthalmichthys molitrix 0.0624/ 71
Boleop hthalmus pectinirostris 0. 0592/ %/
Aristichthys nobilis 0.0532%1
Ctenop haryngodon idel lus 0. 0466 ¥/
A cipenser sinensis 0.0334"%
H ap alog enys mucronatus( ) 0.2430 0.3489
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Study on the Genetic Structure of the Wild Stock of
Hapalogenys mucronatus in Xiamen Bay

WANG Shrfeng, DU Jiaying, SU Yong quan, DING Shao xiong, WANG Jun’

(College of Oceanography and Environmental Science, Xiamen University, Xiamen 361005, China)

Abstract: Hapalogenys mucronatus is a bottom associated fish generally found in warm t em perate seas. It is mainly distributed in
the western North Pacific Ocean, including the coasts of China, Korea, Japan and Philippines. As an excellent food fish, H ap alogenys
mucronatus is highly valued in the local markets, and has a great potential for farm rearing and reproduction. To provide the genetic
information of this species, the genetic diversity of 46 individuals from the wild stock of H ap alogenys mucronatus in Xiamen bay w as
investigated by using the inter simple sequence repeat (ISSR) and randomly amplified polymorphic DNA ( RAPD) markers. Of the
random primers screened, 31 primers produced highly reproducible RAPD bands. A total of 235 discernible DN A fragments were de
tected, of which 106 being polymorphic. The percentage of polymorphic loci was 45. 11% and Shannon s index was 0. 243 0. Of the
primers screened, 16 primers produced highly reproducible ISSR bands. A total of 119 discernible DNA fragments were detected, of
which 76 being polymorphic. The percentage of polymorphic lociwas 63. 78% and Shannon s index was 0.348 9. Compared with oth-

er fishes, the genetic diversity of H . mucronatus in Xiamen is above the middle level, with a higher genetic diversity.
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