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Abstract: This review investigates the research progress of indigenous livestock and poultry in southern Shaanxi,
such as Hanjiang black pig, Bashan cattle, southern Shaanxi white goat, and Lueyang black-bone chicken. At present,
the research on the germplasm resources of Lueyang black-bone chicken is relatively comprehensive, the molecular ge-
netic mechanisms related to feather color, growth and development, meat quality traits, egg laying performance
and disease resistance of this breed have been revealed, and the commercial development is also prominent. The
molecular mechanisms of meat tenderness and resistance to humid and heat environment have also been revealed
in the Xuanhan cattle, which is one strain of the Bashan cattle in Sichuan area. The genetic relationship of the
Bashan cattle in southern Shaanxi has been investigated. There are a large number of white goats in southern
Shaanxi, but the production performance is obviously degraded due to the long-term lack of systematic breeding.
The Hanjiang black pig is endangered. In the future, we should focus on revealing the genetic mechanism of

dominant traits and excavating favorable trait genes, to promote the conservation and innovative utilization of the
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southern Shaanxi Bashan cattle, the southern Shaanxi white goat and the Hanjiang black pig.

Key words: southern Shaanxi; excellent livestock and poultry; germplasm resources research; innovative utilization

0 51 B

BB RO YRR R LA R A B S AT A
TR, 76 & W0 7= vl 5 g PR AR D, LA T B R
W LT SRR A L R b B R
A AR NSO B R % 25 & & kA B b i A
KA EATRAE T AR &0 T T o R £
ol i o 0 e R R A A ) R b L
o 2 5, O e A 7 v AT 2 R AR R R Ok
WE MR R S R RM . AR ) &
Bk 4 5 5% B it RRIE SRR EOIR b B R b R
BRI N — SRR T

1 BEtARFEEEEREARIARK

B R AV B P A 22 04 DL M X, A S &R T
o R T, e T T OT | R A
LA S BRAR AR (AN &l 1) o JhRe i B A8 i 3R N SCER
BB T DU 8 (Hanjiang black pig) | B 1l 2F
(Bashan cattle) | B% 5§ 7K 4F (Southern Shaanxi buffa-
lo) BTG 1 11 2 (Southern Shaanxi white goat ) | B FH
153 (Lueyang black-bone chicken ) %5 %5 (7, & & & Fb
SIS R BAN BT W (7 o [ O 5 B R < M TR
A G ABAS [ b SR AR T[] — it A 9 3 R AN
(7], 5 75 A (] b ] — o o 2 B — 8 19 22 57 B K
TE S AN BN R R XS SRR T B R
2 R 3 PR A BT PR s R 2 AR A A
ESBC e R B S VR S S0 Y B = B S B L B
W B 2 X0 11 245 AR P AT Ry 47 3 B e AR €8 35 4
Ml B E B A . VT AFE Ok K 4 i R R SUR T R LR R
b T S . PRI I i ) B T XA s AL Y Y
PRI AU A C 2822 . B LARK R M X DUVE R
M, LI AR B RS LA R BH 20 5 DY R Y 5K
SRy A Yol LA B A 5 R R A 0 Ak — R 2R AR
1.1 Rz ZHARIR

DUVL R 2 B B DUV W B ) — A7 2 i A, T8
5 H (Artiodactyla) 34 £} (Suidae) ¥4 J& (Sus) , 5 £
A b7 AR LA DR A A DO I BE B S XY
DU JR S o3 A1 A 8 B DL 5% PH ) PH 45 Ml 22
1 o o Y B N ) Y S+ 4 W (TR S A S B )
7 B (HAT AR R DUVT PR Bl B, 2016 4Rk
b A A A (4 T B 8 s AR SR IR AR B RO
=R ) B R DUV B R SR A T 39 4 i
(e X 2 1) 1 7 ot e

Bk P 4 i [

LB 1:7 000 000

F S BkS(2021)023 5 Vs R I el =11

E1 BEtEaER
Fig. 1 Diagram of geographical location of southern

Shaanxi

B T B b5 R nl A, 6 DUIT SR 1) o 5 R
WFgE A /b o 3 XUV SRR AR B S AN A o A
7 5 00 5 A2 DNA S BERL , 0 BT 45 il il ] B9 5% 2%
KR A HER WLV Jr i F, DUTL B 5 b o el
AT Y 35 AR OGRS, (A AN W) T O
i, B AR s AL R L RS A AR D L (b
T3 ATl ) R PR TR (VG 5 ) 4 0 IE B I R 45 A R
FI(H-FABP) JE i 5" i KBRS — 0 & 7 X
Il 0y 38 1 22 5 M X JULTRD AR 0y 2 i 1 S e, 45 SRR W
H-FABP 3R 58 3 52 i) DUVE 2 0% 55 g 107 R0 LY
i s TR R o LT PR L Sk 0000 3 5 DR ok 1L 3
S PR (LEF-1) 3 P B 1 IR A2 S 0 i 3L Sk Bl
B, AT PRI s R . 2014
A A BIF ST R BUTE SRR AN B DU B LRI
B i J5 e ) 25 5 04 35t 4 DR R AT B AL e BT, R R TE
KH 2% b, 5508 Wi AR R i 5 R A2 R A R
PPARy . A-FABP Fl H-FABP 3£ [H % 35 & W] W 75



AW R - 107 -

FANHRAE .

(T 473k, A D6 DUTT. 2R 4% 1Y) 43 1 38 A% =4 ik 9% 4
EILFEA . Wk, & E2EEATA RGBSR T,
FI I BEAR 53 25 W 2 B AR VR A 78 DT o o 3t
R O30 7 T BE 8 B A . DX AR 0l 1 4] i A
AT RE 2 R 7 A R AL R T
1.2 &LFHRTIik

1982 4 4[5 & & i F ¢ 5 0 & 22 51 23 6% md 1]
B TR B DA WAL - HE 5 B A B P L
F14) VG B A 142 5 i IX 1 S R 2F LR R A e — i 44 A
PR H R, B XA PSR A AR A R
AWE AR EE AT (IE 2), 8 LA = A
Moy AR o Bl A R R PR S A O B A R
2009 45 A Ry G = T Bl 50 A B TP A B 6 st AL TR
AR S IR o PG R R T I (ER SR TN
AT O R 2R W .

21T 40 4 B R AR I, 2016 4R 47 BRI X 2 12
X PG R A ol B 4 LB B A FNE DA 4 B4 (Bos
taurus) S A 12 450 TR AT a5 15 2 R P R R 2k
OIAT R BLAX DA B AR R R AL AR AR
2 it Al SR b FE A A R AT SR IR B AR AL {H 3%
G 5 Z 9T AR, N R SR VR R R A & R, Ak P
4 R R EE R E DU AN E A IR LA SRR

A 2 L 2R 4y A O 85 P R — A b
2,0 T M Y AR Y 2B PR, DU I 48 I 30
24 DUE DUCH A S B 1 P 1) 38 R A 0 A 17 4R
A AEACAR 15 E L AR TR A ) 2L PR e P R
P &) B AR o Hoh P I R 4 i 48 81. 25 %, far

WA gE 12. 5%, B IE A LS 6. 25% . 2018
A Ao 0 O ] T A O TS AN R AR R 220
AT ) RRASE SR 58 7 AT WA, R B DA AT 2
FRGH PR A

A T A A (VO T3 R 4 X E DR ) i 4
(R 2R X ZE R AR ) RVE DA 7 A M B A it o 48
b, 25 3 b 7 B A B BT PR B o A LG UL
JIg 77 5 £ R0 PR BORE W v TV 2% 2R R A 5 T HLE
DU B0 JLET 4 B AR 35 A0 T 94 2% A4 Al A4 W) i %
MAERE A ESE | (MyHC 1) H LK 5 LN IR D5
A BUAH OG0T 2 A B (FAS) Bk R 83k 1 1 3
TG A A FAR A, 3X AT B R S BUE A P BT RO
Gy AR AN RN R BT B DA I
R FCEE 11 70CHSP70) ¥k B2 T im0 45 74 44 2F i 4 & 2B
F LR v B DR AP BIL T A U800 A Al A o
() R A= B 51 HE DA 38 2o 1 o0 I i % 42k Ab
TN BOIR SR B R B I AR, AT EHUR S A
FURRE W5, 3t A 5 10 A %o i FA A B 19 3 1 e ) B
L R | 0 NPT P U = 2= 00 & s L e S = B S N
[] Jis B T AR ) DX AR 22 57 L iR 7 1 P R 4 A
Al 22 S SRR A A 3 e T S 4 LN
128 S LA T E DU TR B E AR VTSR
A= e T M AR S 6 S i R s AR 2 AR R BE T A
B B 4% 1 i 22 25 1k (single nucleotide polymorphisms,
SNPs) Fl4 A Fl i 22 2€ 25 (insertion-deletion, InDels)
B 2 T H A S A DL R O DA R T
A=A E) T AW e

5500148 A% 58 55 508 Al i & A O TR]

Gl — T
% B 4
.9
gl s FES: BkS(2021)023%
SIZ
F
= AT BkS(2021)023 %5

B2 BEZ=ZXBEL4MH AR

Fig.2 Three strains of Bashan cattle in Southern Shaanxi
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