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Harm and etioloty of Rhizoctonia on peanuts
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(1. College of Agronomy and Plant Protection, Qingdao Agricultural University, Qingdao 266109, China;
2. Shandong Research Institute of Peanuts, Qingdao 266100, China)

Abstract; In order to define Rhizoctonia pathogens causing peanut leaf rot, sheath blight, damping — off and
shell brown spot, and to explore these diseases development, medium WA and PDA were used to isolate and purify
the strains, and microscope was used to observe their morphological characteristics. Genetic relationship among
Rhizoctonia pathogens were conducted by determining their hyphal fusion and rDNA - ITS homology analysis. The
results showed that, hyphae of the pathogens causing peanut leaf rot, sheath blight and damping — off had typical
features with that of Rhizoctonia solani. The average hyphae diameter was 6.8 —9.4m wide, its hyphal cells were
multinucleate. No clamp connection was observed. The hyphae were tended to branch at right angles and a septum
was near hyphal branch and a slight construction at the branch. No hyphal fusion was observed between the three
Rhizoctonia strains, Thus the three pathogens were not the same. The pathogens causing peanut leaf rot, damping
- off and sheath blight were AG - 1 - TA, AG — 1 — IC and AG - 4 respectively. The pathogen causing pea-
nut shell brown spot was dual — nucleate Rhizoctonia spp. , which needed further identification.

Key words : Peanut diseases; Rhizoctonia spp. ; Anastomosis group ; Similarity of ITS sequence; Pathogens re-
lationship
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Note : A ; Peanut shell brown spot; B : Peanut leaf rot; C:Peanut damping — off; D ; Peanut sheath blight
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Fig.1 Symptoms of peanut diseases caused by Rhizoctonia spp.
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Note:A:R. solani AG —1 —TA; B:R. solani AG —1 -1C; C:R. solani AG -4 ; D :Rhizoctonia
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Fig.2 Mycelium morphology of Rhizoctonia pathogens
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Table 1 A few flowers silk nuclear bacteria through comparing disease germs
AEA I T 9P 14] PR ST A B AL SO I AEAE RS BER T
R. solani AG -1 -1A R. solani AG -1 -1C R. solani AG -4 Rhizoctonia spp.
24 4% Hypha diameter/ um 9.4+0.3 8.9+0.2 6.8 +0.2 4.10.1
1% %0 Sclerotium number 5.4+2 4.4 +2 2.4 +1 1.4 +1
) A AR IF]
Time of primary sclerotium 3 4 6 9
formation/d
[ﬂ&‘if 1.7+0.3 2.1+0.5 2.2+0.4 1.3+0.3
Sclerotium weight /mg
ER RIB BRIK BRIK B
Aerial mycelia Flourishing Less flourishing Less flourishing Sparse
[k N K -t KA - KA - Wt (o - Wi @

Colony colour Gray — Brown

Gray — Brown

Gray — Brown Light brown — yellowish brown
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Note:A:R. solani AG -1 —1A B:R. solani AG -1 -1C;C:R. solani AG -4 ;D :Rhizoctonia spp.
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Fig.3 Fluorescence staining of Rhizoctonia pathogen nucleus
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Note: A:AG -1 -1IA (Total integration) ; B:AG — 1 - IB( Contact fusion) C: AG — 1 — IC( Contact fusion)
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Fig.4 Hyphal fusion between standard strain and pathogen causing peanut leaf rot
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