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http://www.nmdc.cn/macrofungi/ is launched

HE Maogqiang', ZHU Xinyu', LI Taihui’, CUI Baokai’, WANG Ke*, BAU Tolgor~,
ZHAO Ruilin"*

1 State Key Laboratory of Mycology, Institute of Microbiology, Chinese Academy of Sciences, Beijing 100101, China

2 Guangdong Provincial Key Laboratory of Microbial Culture Collection and Application, State Key Laboratory of
Applied Microbiology Southern China, Institute of Microbiology, Guangdong Academy of Sciences, Guangzhou
510070, Guangdong, China

3 Institute of Microbiology, School of Ecology and Nature Conservation, Beijing Forestry University, Beijing
100083, China

4 Herbarium Mycologicum Academiae Sinicae, Institute of Microbiology, Chinese Academy of Sciences, Beijing
100101, China

5 Institute of Mycology, Jilin Agricultural University, Changchun 130118, Jilin, China

6 College of Life Sciences, University of Chinese Academy of Sciences, Beijing 101408, China

Abstract: Fungi are one of the three main organisms in eukaryote (Fungi, Plantae and Animalia).
Fungi with large fruiting bodies visible to the naked eyes and hand-pickable were commonly
known as mushrooms and toadstools. Taxonomically, most of the macrofungi are of
Basidiomycota and a few Ascomycota. In the past decades, development of molecular analyses
and phylogeny promote great progress in fungal taxonomy and the evolutionary relationships of
fungal taxa are more perfectly known than before. Thus, the taxonomic systems of macrofungi are
changed accordingly, greatly, and updated constantly. However, these changes make difficulties
for public users who are interested in macrofungi. To meet the public demands, we revised the
taxonomic system of macrofungi based on our recent results of research on molecular phylogeny
and taxonomy, and estabilish the Macrofungi Classification System and Information Platform.
This platform is supported from State Key Laboratory of Mycology, Institute of Microbiology,
Chinese Academy of Sciences, Herbarium Mycologicum Academiae Sinicae, Institute of
Microbiology, Chinese Academy of Sciences, Mycological Society of China, and Fungarium
Union of China. This platform provides a comprehensive taxonomic system and information on
macrofungi, and will be updated periodically with domestic and international mycologist’s
cooperation, to meet the requirements of related researchers.
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Home page, outline and notes of Macrofungi Classification System and Information Platform.
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Table 1 Name list of specialists of Macrofungal Classification System and Information Platform
4 AT Hp
Name Research field Affiliation
ZHAO Ruilin BT R G F Hh B2 e TRl A U 0 T L 2 el G S %
(X FiHE) Agaricales State Key Laboratory of Mycology, Institute of Microbiology,
Chinese Academy of Sciences
Kevin D. Hyde RIS T R eSS YNEPNE SN ARG
Ascomycota Center of Excellence in Fungal Research, Mae Fah Luang University, Thailand
YAO Yijian B H Hh R B A P BT L R 2 1 R R S 28 AR AR
(Wk—7#) Agaricales State Key Laboratory of Mycology/ Herbarium Mycologicum Academiae
Sinicae, Institute of Microbiology, Chinese Academy of Sciences
Teun Boekhout HT R B i 22 F3 i v LR AR Z R BT
Basidiomycetous yeast ~Westerdijk Fungal Biodiversity Centre in Utrecht, The Netherlands
Bart Buyck AR/ AE| % E S AR R
Russulales Muséum national d’Histoire naturelle, France
CUI Baokai ZALHIR JeEpfoll Rz A 3 S BRI =B M B
(#EFH) Polyporales School of Ecology and Nature Conservation, Institute of Microbiology,
Beijing Forestry University
Bau Tolgor B H RO KRR 5 BT
(B J17#47K) Agaricales Institute of Mycology, Jilin Agricultural University
Naveed Davoodian 4R Y ZF S AHY)
Boletales Royal Botanic Gardens Victoria, Victoria
Jozsef Geml Bk H ) AR R TR I PG A R R
Agaricales Eszterhazy Karoly University, Hungary
HE Maogiang 4 H FRR B il A P o T L B 2 R S
B Agaricales State Key Laboratory of Mycology, Institute of Microbiology,
Chinese Academy of Sciences
Makoto Kakishima BB H AR K2
Rust fungi University of Tsukuba, Japan
LI Taihui g H I IRAR TR A RS IO R S
() Agaricales IR TS BT AR B A W E R A I R
Guangdong Provincial Key Laboratory of Microbial Culture Collection
and Application, State Key Laboratory of Applied Microbiology Southern
China, Institute of Microbiology, Guangdong Academy of Sciences
Eric H.C. McKenzie 45 PG 22 THAN B 0 - (R R e
Rust fungi Manaaki Whenua-Landcare Research, New Zealand
Olivier Raspé ENiRES Z8 B RG R s E ETE HL
Boletales Center of Excellence in Fungal Research, Mae Fah Luang University, Thailand
Else C. Vellinga B H 5 E InFAE e K2
Agaricales University of California, USA
Annemieke Verbeken — £T%% H LI B AR AR R 2
Russulales Ghent University, Belgium
Alfredo Vizzini 7 2t H ERAFRRKF
Agaricales University of Turin, Italy
ZHU Xinyu Eprgesi HRIBE TR A DI BT L I 5 [ 5K i S
CRHT) Website management State Key Laboratory of Mycology, Institute of Microbiology,
Chinese Academy of Sciences
WANG Ke POt TR B G E DT I IR AR TR
(ERD Website management Herbarium Mycologicum Academiae Sinicae, Institute of Microbiology,

Chinese Academy of Sciences
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