r)(m)o(m)o()«r(‘

2 MBEAREE 2016F Fek $£5H 305-311 PRI g
Y

Current Biotechnology ISSN 2095-2341 ! Reviews
P roe 2o zonoamod

INZE ( Triticum aestivum L.) F £ ZFEH&IE . FI AR RHERE

kERY, FHABEY, =g, B, was', RERYT & FED

L Py A s Br, KJE 030001 ;

2. ERE B A I TR Be B AR A= W SOl TRBFSR T, A 08 230031 ;
3. EBRER AR R EE MR AR, BT 230027,

4 ARITR, FEREEY AL ALE B RAIET .G, dE 3 434023
SEMAT AR AR, #idE 2R 441057

M OE: NXEURIENRREN EAFERELAXENZ G, BT KM E W&, DR EME S HFETBER,
o 18] 2 M DLE F LM A AR AR AR BB RBE M B, AT D R LM 0 R K (Secale) | # & & (Haynaldia) 7 {E
£ H (Elyrigia) ¥ @4 REMFEH FEEGNZERNABN L ARFE N T, TREZRRAR RN TN LE T L
BYEZNER, SRTNZALTFERRY SHE AEFEMGAR T EPFENRENARLR, HRTAXH
ERBAENZRERARNEEZRMERT W, UAAPZREEHETRELRECHRRESE

KA. /J\B%; e SN iﬁ%%ﬁ’fﬁ%; MR R
DOI:10.3969/j.issn.2095-2341.2016.05.01

Advances on Gene Discovery and Utilization of Wild Relatives of Triticum
aestivum L.

ZHANG Zhi-ming', TANG Cai-guo™’, YANG San-wei', QIAO Lin-yi', CHANG Jian-zhong', ZHAO Cui-

rong"”* | ZHENG Jun'"

1. Biology Institute of Shanxi, Taiyuan 030001, China;

2. Institute of Technical Biology & Agriculture Engineering , Hefei Institutes of Physical Science, Chinese Academy of Sciences, Hefei 230031, China;
3.School of Life Sciences, University of Science and Technology of China, Hefei 230027, China;

4. Hubei Collaborative Innovation Center for Grain Industry, Yangtze Univerisity, Hubei Jingzhou 434023, China;

5. Xiangyang Academy of Agricultural Sciences, Hubei Xiangyang 441057, China

Abstract : Wheat is one of the most important crops in worldwide, and its production area is the largest in cereal crops. However,
the genetic diversity is decreasing because of the long-term directional selection. Therefore, it is difficult to select excellent
varieties through interspecific hybridization. Fortunately, many favorable genes exist in wheat related species, such as Secale,
Haynaldia, Elytrigia, etc., which have good complementarity with wheat genome. Distant hybridization, therefore, plays an
important role in wheat breeding and production in the world. Research progress about diversities, utilization, and problems of
wild relatives of wheat were introduced in this paper. Furthermore, to provide some important information for wheat breeding and

genetic research, we discussed the effect and development direction of wild relatives in common wheat improvement.
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