Dec. 2022, 42(6) TSI ES Laboratory Animal and Comparative Medicine 505

DOI:10.12300/].issn.1674-5817.2022.138 - SEORERETIIRIERIA R ERE -

Laboratory Proficiency Testing and Accreditation

S5/ B R FE o HURZ T IR 2 S PERR iGN AG E D
coall kA SR /1

A OB, E OB BT BN E kS RN FORL B W W
EAE

(LA B A 25 A S AF SRR, AL TE 102629; 2. [ 5ot o 38 258 3 4 %R, AL i 102629)

HE] BR BIXEEETCERN/NEDNAZBHEREZERZESM (single nucleotide polymorphism, SNP)
WIS MBE N IREIT R, NS TR E/NRIBERESNPIE NI ARKTE, EZEERE TR SNP U RN B
iz REBHEEROREENFR 2022 F£HEAKLHER “NIFDC-PT-365 L3 /\iE DNA # & SNP iR g8 1 3
Eitk” PEEKR, E82MLKRE1Y3%5 BALB/cFIC57BL/6 REHIMEHEESDNATH2H . FLESH.
rs3023177 #1rs3023382 SNP U540 2% . 25 EEEMEMNRARIRETFIRICR, REURT BUFERSH
EZEME—BEHAANFE, FUHAARER. BN, WSZREMPPCRT BARKENFLLT AR HTIE, DiFalse
N RZBRIRERERSNPRNERNBXEE. FR2 101 SNLREE2PMSNPUSNEENFSE EES
FOR—H, HREBHEER. TRTBHEHR (20pL. 25pl. 30pl). TR TagBAER (BAZSPCRMIX), KL
EARBHNEAS. WFEAE. LN REIRFMERERE. 46 SSMLR=EE/NE DNAKERESR SNP IR
IBENIRE EHEBRKERENEET. SNPREIBATE/ NS EERSTFNTHEERZT, BEHE

[X$iF)] seHIIE; EERE; ZEBHER; PRERSSE; MR

[RESES] Q95-33 [MHkirEBIA [XEHHRS]1674-5817(2022)06-0505-06

Evaluation Report on the Proficiency Testing of SNP Detection in
Laboratory Mice Nucleic Acid Samples

WEI Jie'?, ZHANG Xinyan'?, WANG Hong'?, ZHAO Lan"?, LIU Wei'?% LI Huan'?, FU Rui'?, QIAO Han', ZHAO
Meng', XIANG Xinhua', YUE Bingfei'?

(1. National Institutes for Food and Drug Control, Beijing 102629, China,; 2. National Rodent Laboratory Animal
Resources Center, Beijing 102629, China)

Correspondence to: YUE Bingfei (ORCID: 0000-0002-6826-3398), E-mail: yuebingfei@nifdc.org.cn

[ABSTRACT] Objective To test the single nucleotide polymorphism (SNP) detection technology level of mice
genetic quality control in laboratories, promote the application of nucleic acid samples and SNP detection
technology by implementing a nationwide proficiency testing program. Methods In 2022, National Institutes for
Food and Drug Control implemented domestic laboratory proficiency testing named “NIFDC-PT-365 Laboratory
Proficiency Testing Program of SNP Marker Detection Ablity in Laboratory Mice DNA Samples”. According to the
requirements of the program, each participating laboratory received 2 blind samples of DNA from BALB/c mice
and C57BL/6 mice with random numbers, standard operation procedure and 2 pairs of primers for rs3023177 and
rs3023382 SNP loci. The participants should submit the results and original records before the deadline. If the
mutation site amplification and sequencing results were consistent with the preseted results, it was considered
as satisfactory; otherwise, it was considered as unsatisfactory. Meanwhile, PCR amplification system, sequencing
direction and alignment methods of participating laboratories were compared to analyze as the relevant factors
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which may affect the SNP detection results of nucleic acid standard samples. Results The results of 10

participating laboratories were consistent with the preset. They all obtained satisfactory results. Differences in

amplification volume (20 wl, 25 pL, 30 wl), Tag enzyme system (single component and PCR MIX), sequencing

company, sequencing direction and alignment software had no influence on the accuracy of the results.

Conclusion The participating laboratories have high detection ability in SNP detection method of mice nucleic

acid samples. SNP detection technology is simple and feasible in mouse genetic quality control and is worth

popularizing.

[Key words] Proficiency testing; Genetic quality control; Nucleic acid samples; Single nucleotide

polymorphism; Mice
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Table 1 The results of the single nucleotide polymorphism (SNP) detection in the NIFDC-PT-365 laboratory proficiency

testing
LI ERD R4S R T ELER £EEITN
FsS Code of H@RRS Preset results Laboratory results Result
No. Sample number .
laboratory rs3023177 rs3023382 rs3023177 rs3023382 evaluation

1 718 CB03650014-22 A G A G HE
CB03650014-20 C T C T

2 213 CB03650014-15 A G A G HE
CB03650014-01 C T C T

3 961 CB03650014-09 A G A G HE
CB03650014-18 C T C T

4 922 CB03650014-10 A G A G R
CB03650014-11 C T C T

5 965 CB03650014-02 A G A G e
CB03650014-04 C T C T

6 982 CB03650014-14 A G A G HE
CB03650014-06 C T C T

7 359 CB03650014-13 A G A G R
CB03650014-16 C T C T

8 963 CB03650014-21 A G A G ey}
CB03650014-17 C T C T

9 928 CB03650014-07 A G A G HE
CB03650014-03 C T C T

10 358 CB03650014-12 A G A G wE
CB03650014-19 C T C T
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Table 2 Summary of amplification systems, sequencing and alignment methods of participating laboratories in the NIFDC-

PT-365 laboratory proficiency testing
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