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Advance in Research of Centromeres in the Meiotic Process
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Abstract ; Centromeres are the important functional elements of chromosomes in eukaryotes, their roles played in mitosis and
meiosis processes have been paid more and more attentions. Though the chromosomes vary greatly in DNA sequences, their roles
are conserved in all eukaryotic organisms, which make sure the faithful segregation of chromosomes and correct cell division.

With the continuous development of molecular biology techniques, we have a deep understanding of the functions of centromeres.

Here we review the function of centromeres during the meiotic progress.
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Fig.1 The structure model of centromere at metaphase chromosome
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Table 1 The homolog of centromere-specific proteins in different organisms!"!.
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