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Exiguobacterium spp. and Their Applications in Environmental Remediation™
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Aﬂﬁim] Bacteria of the genus Exiguobacterium are Gram-positive, non-spore-forming, and facultatively anaerobic,
largely unknown even though they are environmentally robust and versatile. Exiguobacterium spp. has been isolated from
markedly diverse sources, including Siberian permafrost, deep-sea hydrothermal vents and the rhizosphere of plants. Many
Exiguobacterium spp. are psychrophilic or thermophilic, alkalophilic or halophilic. This paper discussed the characteristics
of the 14 known Exiguobacterium spp. in detail, including both physiological and biochemical properties. They are divided
phylogenetically into two groups, which seem to correspond to different preferences in growth temperature, as well as
differences with respect to oxidases and nitrate reduction. We then summarized the applications of Exiguobacterium spp.
in environmental bioremediation of a wide range of pollutants, such as organic matters (including azo dyes, pesticides,
petroleum, efc), heavy metals, industrial wastewaters, as well as their role in promoting plant growth. The development of
Exiguobacterium spp. and their active substances in environment remediation, agricultural and industrial productions were
proposed. We believed that environmental genomics studies will help greatly in screening and establishment of engineered
Exiguobacterium spp. strains for environmental applications. Fig 1, Tab 2, Ref 56
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Table2 Environmental applications of some Exiguobacterium spp. strains
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