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Fig. 1. The location of Ardley Island
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Table 1. Sample collection stations and description
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Fig. 2. Representative strains microscopy figure (40 x ). A;
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Table 2. Colonies and microscopic characteristics of the repre-
sentative strains
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Table 3. The number and species of fungi isolated from different substrates
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Fig. 3. Phylogenetic tree of Antarctic fungi. The numbers at the nodes indicate the bootstrap values based on neighbour-joining analyses
of 1 000 data sets, “ % ” represents the genetic distance, 15 representative strains brackets are in the blackbody, brackets are
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Table 4. The species and distribution of Antarctic fungi
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Abstract

To explore the diversity of Antarctic fungi and their role in polar ecosystems, microfungi were isolated from six

samples collected from Ardley Island during the 27th Chinese Antarctic Scientific Expedition. A total of 168 fungi

were isolated from the six samples, and most of the fungi were separated from rotting macroalgae, which accounted

for 34.6% of the total isolates. The Internal Transcribed Spacer (ITS) rDNA of 15 representative strains was se-

quenced and a phylogenetic tree was constructed using MEGA software. Results showed that these fungi belonged to

four classes and eight genera. The fungi consisted of Penicillium (5 strains), Pseudeurotium (2 strains), Geomyces

(2 strains) , Cladosporium (2 strains) , Bionectria (1 strain) , Aspergillus (1 strain) , Aureobasidium (1 strain) , and

unclassified Onygenales (1 strain). Analysis of extracellular enzymes indicated that 64.6% , 45.1% and 14.6% of

the total strains tested could produce amylase, protease and cellulose, respectively. These enzymes secreted by fungi

could play an important role in the flow of energy and the cycle of organic substances on the Antarctic continent.
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