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Application of virus—induced gene silencing in legumes
WEI Zheng—xin',SUN Hu', XIANG Yan—tao', JIANG Hao-zhong', SHA Ai-hua'", LIU Liang—jun®
(1. College of Agriculture, Yangtze University, Jingzhou, 434025, China; 2. Institute of Food Crop, Hubei Academy of
Agricultural Science, Wuhan 430064, China)

Abstract: Virus induced gene silencing (VIGS) is a reverse genetics method based on post—transcriptional
gene silencing. It can be used to identify gene function quickly. This technique has the advantages of short period of
testing, simple operation, low cost, high efficiency, fastly obtaining phenotype, and high throughput. It has been
widely used in gene function studying in plants. Legumes are of great economic significance as sources of starch,
protein, oil and vegetables in human food. In the study, the application of virus—induced gene silencing technology
in legumes was reviewed from technical principle, development and improvement vectors, and influencing factors of

VIGS. The reviews will provide reference for conducting related studies by means of VIGS in legumeinous plants.
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