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Abstract: [ Objective ] To explore the character variation and genetic difference between the parent (Ji-
angyu 2)and its somatic mutant (Jiangyu 4) , and determine their breeding potential and utilization value for ta-
ro planting.[Method|In this study, the variation of phenotypic, yield and quality-related traits between Jiangyu 2

and Jiangyu 4 were investigated , the chromosome number and ploidy level of them were analyzed , and the genet-
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ic diversity of 72 taros including Jiangyu 2 and Jiangyu 4 were analyzed by SSR markers.[Result|Comparing to
Jiangyu 2, the first and second grade cormels of Jiangyu 4 could not expand normally, the shape of first grade
cormels mutated into sticks, and the total weight of cormels was less than Jiangyu 2, but the biological yield had
no significantly difference between two material.In addition, the content of starch, cellulose, soluble protein and
Ve in the first grade cormels of Jiangyu 4 were significantly higher than that of Jiangyu 2.Moreover, the chromo-
some number and ploidy level of Jiangyu 4 and Jiangyu 2 were consistent by traditional pressing method and
flow cytometry analysis. Furthermore, the genetic clustering analysis of 38 pairs of SSR markers showed that Ji-
angyu 2 and Jiangyu 4 were clustered together, and the genetic similarity coefficient was as high as 97%, and Ji-
angyu 4 was identified as a gene level mutation.[Conclusion|The character variation and genetic difference be-
tween Jiangyu 2 and Jiangyu 4 were uncovered by morphological identification , chromosome and SSR molecular
markers analysis.Jiangyu 4 can serve as a unique material to study the regulatory mechanism of cormel expan-
sion, and also further could be developed into new edible or ornamental variety of taro.
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Tab.l Comparison of shape index and average quality of different variants of son taros

AR YAz /em Bttt /cm FRIFER P2 B S g
Name Length diameter Width diameter Shape index Average quality
T¥2%5
i 5.57+0.11" 3.96+0.08" 1.41+0.04" 55.22+4.67
Jiangyu 2
4%
) 12.60+0.71* 2.21+0.09" 5.68+0.15° 20.39+1.54"
Jiangyu 4

INEFREFIR AN R BRI A7AE 34 2 57 (P<0.05)

Lowercase letters indicate significant differences between different materials (<0.05)
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Al:Seedling of Jiangyu 2, A2: Seedling of Jiangyu 4, B1:Mature plant of Jiangyu 2, B2: Mature plant of Jiangyu 4,C1: 7L 4
*Z Leaf blade and petiole of Jiangyu 2,C2:D1: Leaf blade and petiole of Jiangyu 4, D1: First grade cormels of Jiangyu 2, D2 : First
grade cormels of Jiangyu 4
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Fig.1 Comparison of plant phenotypic characters of Jiangyu 2 and Jiangyu 4
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Fig.2 Comparison of width and length of first grade cormels between Jiangyu 2 and Jiangyu 4
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Tab.2 Comparison of yield-related traits between Jiangyu 2 and Jiangyu 4
X TR INEANE IV g . X
iy b A A g Tkt /g ) BEEE g T EREE /e ARG /g
2R Number of Number of Weight of
Fresh weight of Weight of first Weight Fresh weight of  Fresh weight
Name first grade second grade second grade
overground part grade cormels of corm underground part of plant
cormels cormels cormels
325
I ) 523.67+123.23 7+1.53* 398.33+114.74* 13.67+1.86" 336.67+79.10°  358+75.45" 1040.33+229.24* 1564+348.89"
iangyu
4%
1680+390.45*  3.33+0.33* 68+8.39" - - 355.67+112.58" 424.67+117.12* 2105+494.27°
Jiangyu 4

/NG FRERIR N R B A 25 22 57 (P<0.05)

Lowercase letters indicate significant differences between different materials (P<0.05)
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Tab.3 Comparison of nutrient quality characters of taro between Jiangxi 2 and Jiangyu 4

AR A S 100g 4/ B3R VEMa R/ THAMEMS R BEEER F4EREE/
HR (mg-g™) C Ffit/mg (mg-g™) (mg-g™) (mg-g™) (mg-g™)
Name Content of Content Content Content of soluble Content of Content of
soluble protein of Ve of starch total sugar reducing sugar cellulose
2
] 9.52+0.36" 2.58+0.03" 76.88+1.7" 30.65+2.18" 2.99+0.01" 6.91+£0.21"
Jiangyu 2
4%
11.68+0.17° 3.17+0.01* 192.04+0.6° 24.46+1.6" 2.88+0.01" 8.42+0.14
Jiangyu 4
/NG FHREFRIR AN [ FORHE]AE A S35 1 25 57 (P<0.05)
Lowercase letters indicate significant differences between different materials (P<0.05)
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Fig.3 Detection of chromosome number and ploidy of Jiangyu 2 and Jiangyu 4
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Fig.4 UPGMA clustering diagram of 120 taro varieties
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