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Nutrition Research in the Post genome- sequencing Era

Bao Yongping

( Nutrition and Consumer Sciences,

Institute Food Research, NR4 7UA Norwich UK)

The completion of human genome sequencing and the application of genomic technologies
(transcriptomics, proteomics and metabolomics) will revolutionise our view of human health and
provide new tools and new opportunities for human nutrition research in the 21st century. Nutrige-
nomics can sum up the future of nutritional science.

Nutrigenomics is the understanding of the effects of nutrients in molecular processes in the
body as well as the variable effects of nutrients and phytochemicals have on each individual person.
Genomics has the potential to identify genes that cause disease and to help formulate a list of foods
to eat or avoid in improving personalised nutritional health.
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