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Isolationand Initiative ldentificationofMicroorganismfrom Traditional Fermentative Food-Jiangshui

ZHANG Yi WANG Yu-li CHEN Xiao-gian ZHAO Ping
(College of Life Science and Engineering, Lanzhou University of Technology, Lanhzou 730050, China)

Abstract Microorganisms intraditional fermentative food-Jiangshui were isolated and purified. Through isolationand quantity
measurement of the microorganisms ,we found that the dominant microorganisms during the process of the fermentation of Jiangshui
are lacticacidbacteriaandyeast, andalsoa fewactinomycetes, fungi ispollutingmicroorganism. 2strains lacticacidbacteria,
3strains yeast, 1 strain actinomycete and 3 strains fungi were isolated from several sample. According to the colony forms and
biology characteristics, 1strain lacticacidbacteriawes identifiedas Lactobacillus, 1 strain lacticacidbacteriaas Leacorostoc; 1
strainyeast was identified as Brettanonyces, 2 strains yeast as Cryptococcusand Schizosaccharonyces; 1 strain actinomycete
was identifiedas Mocardia; 1 strain fungi was identifiedas Aenicilliun, 1 strain fungi as As-pergillus.
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Table 2 Average quantity of main microorganisms in Jiangshui
113 (CFU/ml)
(YXQ-SG46-2805) « ) 1.8x 10°
(HPX-9162MBE HPX-9052ME) (SB- ¢ ) 3.9x 10°
2.3x 103
JC-18) 1.8x 10
(0700302 ) (DT1000) 6
(AB104-N ) -
130 2
400 Motic
1.2
1.21 1
[61
10 10* 10 2 10 3
10 * Iml
3 1
122 2
22
8
[3.5]
123 L1 L2 Y1
Y2 Y3 M1 M2
3
1.23.1 1 5
23
1.23.2 4
24
1.23.3 [
1
Table 1 The isolation and culture of microorganisms
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Table 3 Clone characterization of purified microorganisms
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Fig.1 Lactic acid bacteria L1 Fig.4  Yeast Y2
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Fig.2  Lactic acid bacteria L2 Fig.5  YeastY3
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Table 4 Physiological and biochemical experiment of dominant -
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